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MO3UTPOHHAA SMUCCHOHHAR TOMOrpadua
Mo3UTPOHHAA IMUCCHOHHAA TOMOTPadHs, COBMELLEHHAA C KOMNBLIOTEPHOH ToMorpagueit ¢ TymopoTponHeimu PO
1.3.2.1.1 [A07.30.043 [M3T/KT ¢ rymopoTponHbimu PO (18F-FDG) 49300| BesHAC [ 0

Mo3HTPOHHAA IMMCCHOHHAA TOMOTPAPHUA COBMEULEHHASA C KOMNbLIOTEPHON TOMOrpadued C TyMOpPOTPONHBIMM PO ¢ KOHTPACTUPOBaHHEM

1.3.2.2.2 |A07.30.043.001  [N37/KT ¢ rymopoTponteimm POM (18F-FDG) ¢ v/n 53500 BesHAC | O
KomnbiotepHas Tomorpadua (KT)
KT rONIOBbI U LLUEW
1.1.1.2.7 AD6.25.003 KT BUCOYHBIX KOCTEN 3200| bea HAC 0
1.1.2.2.1 A06.25.003.002 |KT BUCOYHBIX KOCTeH C ®/N 6 700| be3 HAC 0
1.1.1.2.8 ADB.26.006 KT rnasHuupl 3 200| be3s HAC 0
1.12.2.2 A06.26.006.001 |KT rna3uuusl ¢ k/n 6 700| Be3s HAC 0
1. 51526 A06.23.004 KT ronosHoro moara 3200 Bes HAC 0
1:1:2.2.3 A06.23.004.006  |KT ronoBHOro mosra ¢ Kk/n 6700| bBes HAC 0
11123 A06.08.007.001 |KT roptanu 3200| bes HAC 0
1.1.2.24 A06.08.007.002 |KT roptaxu ¢ k/n 6 700 Bes HAC 0
11122 A06.03.002 KT kocteii yepena (oaHa oBnacTs) 3 000| bes HAC 0
1.1.2.2.5 A06.03.002.005 |KT kocteii yepena (ogHa o6nacts) ¢ k/n 6 500| Bes HAC 0
1.1.1.2.5 A06.08.007.003 |KT npuaaTo4HbIX Nasyx Hoca 3200| be3z HAC 0
1.1.2.2.7 A06.08.007.004 |KT npuAaTouHbIX Nazyx Hoca ¢ K/n 6 700| bea HAC 0
1.1.1.2.4 A06.08.009.001 |KT wen 3 000| be3HAC 0
1.1.2.2.6 A06.08.009.002 |KT wewu c k/n 6 500| bes HAC 0
KT IPYZHOM KNETKW
1.1.1.3.2 A06.09.005 KT opraHos rpyaHoi nonoctu 3 500| bes H/AC 0
1.1.2.3.1 A06.09.005.002 KT opraHos rpyAHON NOAOCTH C K/N 7 000 Bes HAC 0
1.1.1.3.3 A06.09.005 KT opraHos rpyaHoi noaocTH u 6pioliHoi nonocTu 6 500 bes H/C 0
1.1.23.2 AD6.09.005.002 |KT opraHos rpyaHoii NoAocTH u 6prolWHoi NoaocTy ¢ K/n 10 000| Bes HAC 0
1.1.1.34 A06.09.005 KT Opratos rpyAHON NOAOCTH 1 TPYAHOTO OTAENA NO3BOHOUHUKA 6 000 bes HAC 0
1.1.223 A06.09.005.002 |KT opraHos rpyaHOi NoaoCTH U rPYAHOIo OTAENA NO3BOHOYHUKE € K/N 9500| Bes HAC 0
11135 A06.09.005 KT OpraHos rpyAHoi nonocTi, GPIOWHONA NONDCTH, MANOTC Ta3a 8 000{ Bes HAC 0
1.1.2.3.4 A06.09.005.002 |KT opraHos rpyAHOi nonocTH, BRIOLIHOH NOAOCTH, MAAoro Tasa ¢ K/ 11 600| Bea HAC 0
1.1.1.3.6 A06.09.008.001 |CKPMHMHIOBaA HU3KoAO3HaA KT Nerkux 3 000| BezHAC 0
1.1.1.3.7 A06,09.008.001 |CnupanbHan KOMNbIOTEPHAA TOMOrpadus Nerkux 3 500| Bes HAC 0
KT GPIOLLIHOM NOMOCTU U 3ABPIOLLIMHHOTO MPOCTPAHCTBA
1.1.1.4.11 A06.30.007 KT 3abploliMHHOro npocTpaxcTaa 3000 Bes HAOC 0
1.1.2.4.10 A06.30.007.002  |KT 3a6piollrHHOIO NpoCcTpaHCTBa ¢ K/n 6 500| Bea HAC 0
1.1.1.4.16 A06.28.009 KT MouesbiBoAALLEeH CUCTEMBI 3500| Bes HAC 0
1.1.24.7 A06.28.009.001 |KT moyeseiBoaALIei cuctems! (KT yporpadus) ¢ k/n 7 000| Bes HAC 0
1.1.1.4.13 A06.30.005 KT opraHos 6pioWHoM nonocTH 4 000 Be3z HAC 0
1.1.2.4.4 A06.30.005.003 KT opra+os BprowHoi nonocTy ¢ k/n 7 500 Bez HAC 0
1.1.1.4.12 A06.30.005.001 |KT opraHoB BpIOLLIHOI NonocT 1 3aBpIoWMHHONO NPOCTRAHCTRA 4500 Ee3 HAC 0
1.1.2.4.3 A06.30.005.002  |KT opra+os GpiowHOM NOAOCTH 1 3aBpIoLLMHHO NPOCTPAHCTBA ¢ K/N 8 000| Be3HAC 0
1.1.1.4.14 ADB6.30.005 KT opraHos 6ptoLHOIA NOAOCTH M MaNoro Taza 6 300| Bes H/AC 0
1.1.2.4.5 A06.30.005.003 |KT opraHoB BpIoWHOM NoA0cTY 1 Manoro Tasa ¢ k/n 9 800| Ees HAC 0
1.1.1.4.15 A06.30.005 KT opraxos 6plowwHoi NOAOCTH M NOACHHYHOTO OTALNA NO3B0HOYHUKA 6000| Bes HAC 0
1.1.2.4.6 A06.30.005.003 |KT opraHoB BpPIOLIHOMA NOAOCTH U NOACHUYHOIO OTAENA NO3BOHOYHMKA € K/n 9500| Bes HAC 0
1.1.1.4.10 A06.28.009 KT noYyek M HaANO4EYHUKOB 3 200| bes HAC 0
1.1.2.4.8 ADE.28.009.001  [KT noyek u HagnoueYHWUKoB ¢ k/n 6 700| Be3 HAC 0
1.1.2.4.2 A06.28.009.001 |KT noyeK 1 BEPXHHUX MOYEBLIBOAALIMX NyTeH C K/ 6 700| Bes HAC 0
KT OPFAHOB TA3A
1.1.1.5.2 AD06.20.002.001 _|KT opraHos manoro Tasa y weHLmuH 4 000 Bes HAC 0
1.1.1.5.3 A06.21.003.001 |KT opraHOB Tasa y MyM4uH 4 000 Bes HAC 0
11251 A06.20.002.002 |KT opraHoB mMa/0ro Tasa y MeHLmH ¢ K/n 7 500 Bez HAC 0
1.1.2.5.2 AD6.21.003.002 |KT opranos Tasa y my»4imH ¢ K/n 7500| bes HAC 0
KT NO3BOHOYHWUKA
1.1.1.6.2 |AGB.03.058 |HT TPYAHOIO 0TAeN3 NO3BOHOYHWKA 3 100| Bes HAC 1 0




LieHa, py6.| CraBKa Cymma
ERY Kopg HMY HaunmeHoBaHue ycnyrun 8 T.4. HAC HAC HAC
1.1.2.6.1 A06.03.058.003 KT rpyaHOro otaena no3BOHOYHMKA € K/n 6 600| be3 HAC 0
1.1.1.6.3 A06.03.058 KT KpecTLoBOro otgena N03BOHOYHMKA U KONYMKA 3100| bes HAC 0
1.1.2.6.2 A06.03.058.003 |KT KpecTL0BOro oTAe/1a NO3BOHOYHMKA M KOMYMKa C K/n 6 600| be3 HAC 0
1.1.1.6.4 A06.03.058 KT noACHWMYHOro oTAaena 1 Ta3obepeHHbIX CyCTaBOB 6 000| be3 HAC 0
1.1.2.6.3 A06.03.058.003 |KT noscHM4YHOro otaena v TazobeapeHHbIX CycTaBoB € K/n 9500| bes HAC 0
1.1.1.6.5 A06.03.058 KT noACHMYHO-KPEeCTL,0BOro oTAe/1a NO3BOHOYHMKA 3100| bes HAC 0
1.1.2.6.4 A06.03.058.003 |KT NOACHMYHO-KPECTLLOBOrO OTAE/a NO3BOHOUYHMKA C K/n 6 600| be3 HAC 0
1.1.1.6.1 A06.03.058 KT weiiHoro otaena No3BOHOYHMKA 3100| besz HAC 0
1.1.2.6.5 A06.03.058.003 (KT weitHoro otaena No3BOHOYHUKA € K/n 6 600| be3 HAC 0
KT KOCTEWA U CYCTABOB
1.1.1.7.3 A06.04.017 KT roneHoctonHoro cycrasa (1 cycras) 3200| bes HAC 0
1.1.1.7.4 A06.04.017 KT roseHocTonHoro cycraea (2 cycras) 6 000| be3 HAC 0
1.1.1.7.5 A06.04.017 KT Knuctu (1 KOHeYHOCTb) 3300| besHAC 0
1.1.1.7.6 A06.04.017 KT KUCTU (2 KOHEYHOCTK) 6200| Bes HAC 0
1.1.1.7.7 A06.04.017 KT koneHHoro cyctaBa (1 cycras) 3200| bes HAC 0
1.1.1.7.8 A06.04.017 KT KoneHHoro cycraBa (2 cycrasa) 6 000 Be3s HAC 0
1.1.1.7.1 A06.03.069 KT KocTeli Tasa 3100| bes HAC 0
1.1.1.7.2 A06.03.062 KT Koctu (nnevo, npegnneyse, 6€4p0, roseHb) 3100| bes HAC 0
1.1.1.7.9 A06.04.017 KT nokrtesoro cycraBa (1 cycTas) 3200| besHAC 0
1.1.1.7.10 A06.04.017 KT nokrteBoro cycrasa (2 cyctasa) 6 000 Be3s HAC 0
1.1.1.7.11 A06.04.017 KT nyyesanactHoro cycrasa (1 cycras) 3200| bes HAC 0
1.1.1.7.12 A06.04.017 KT ny4esanacTHoro cycraBa (2 cycrtasa) 6 000| be3 HAC 0
1.1.1.7.13 A06.04.017 KT nnevesoro cycrasa (1 cycras) 3200| bes HAC 0
1.1.1.7.14 A06.04.017 KT ctonbl (1-1 KOHEYHOCTK) 3300| besHAC 0
1.1.1.7.15 A06.04.017 KT cTtonbl (2 KOHEYHOCTH) 6200| bes HAC 0
1.1.1.7.16 A06.04.017 KT Ta306epeHHbIX CYyCTaBOB 3500/ bes HAC 0
KT aHrnorpagpus
1.1.2.8.1 A06.12.052 KT aHrmorpadua rpyaHoro n 6poLHOro oTAe108 aopThl € K/n 10 500 Be3 HAC 0
1.1.2.8.2 A06.12.001.001 (KT aHrnorpadusa rpyaHoro otaena aopThbi € K/n 7 500| bes HAC 0
1.1.2.8.3 A06.12.057 KT aHrmorpadua n€royHbIx aptepuii ¢ K/n 7 200| bes HAC 0
1.1.2.8.5 A06.12.056 KT aHrmorpadua cocyf08 ro0BHOrO Mo3ra € K/n 8000 be3z HAC 0
1.1.2.8.6 A06.12.058 KT aHrnorpadusa cocyfos wew c K/n 8000 be3z HAC 0
1.1.2.8.7 A06.12.001.002 (KT 6ptowHOro OTAE/I0B a0PTbl M NOYEYHbIX apTepmii € K/n 7 500| bes HAC 0
1.1.2.8.8 A06.23.004.007 KT aHrnorpadua cocyA0B roOBHOrO MO3ra M COCYZ0B Lweu € K/n 10 500 Be3 HAC 0
1.1.2.8.11 A06.12.053 KT aHrnorpaduma cocyoB HUKHUX KOHEYHOCTEW 10 500 Be3 HAC 0
Mpoune nccneposanua KT
1.1.1.1.4 A06.01.001 KT markmx TkaHew (1 o6naactb) 3500/ be3 HAC 0
1.1.2.1.1 A06.01.001.001 KT markmx TkaHew (1 o6nactb) ¢ K/n 7 000| Bes HAC 0
YnbTpa3ByKoBble uccnegoBaHus (Y3Uu)
Y3U ronosbl
1.5.2.0.2 A04.07.002 Y3U cntoHHbIX Xenes 900| be3 HAC 0
1.5.2.0.9 A04.07.002 Y3 cntoHHBIX XKenes ¢ nepubepmuyeckumm anmaeoysnamm 1000| bes HAC 0
Y3U opraHoB rpyAHOM KNeTku
1.5.3.0.1 A04.09.001 Y3U nneBpanbHOM NONOCTU 800 be3 HAC 0
1.5.3.0.4 A04.10.002 Y3U cepaua(axokapamorpadus) ¢ LONNEPOBCKMM UCCNEeA0BaAHMEM 1800| bes HAC 0
1.5.3.0.5 A04.10.002 IxoKapauorpadusa 1700| bes HAC 0
Y3U opraHoB 6ptoLLHOI NONOCTU
1.5.4.0.16 A04.30.004 Y3 onpeaeneHue KUaKocTv B BPIOLHON NONOCTH 700( be3 HAC 0
1.5.4.0.15 A04.30.006 Y3U 6ptolunHbl 800| be3 HAC 0
1.5.4.0.1 A04.14.001.003 [Y3U renaTobunNMapHOM 30HbI 1700| bes HAC 0
1.5.4.0.13 A04.14.001.004 [Y3U renaTobunnmapHoi 30Hbl C QYHKLMOHANbHbIMW Npo6amm 1850| bes HAC 0
1.5.4.0.2 A04.14.002 Y3U en4yHoro nysbipa 1 NpOTOKOB 750| be3 HAC 0
1.5.4.0.14 A04.14.002.001 |Y3U kenyHOro nysbipA C onpegeneHnem ero COKpaTMMocTn 1000| be3s HAC 0
1.5.4.0.3 A04.30.003 Y31 3a6ptolMHHOIO NPOCTPaHCTBa 900| be3 HAC 0
1.5.4.0.4 A04.06.002 Y3U numdaTtmyecknx y3nos (ogHa aHaToMMyecKas 30Ha) 800 be3 HAC 0
1.5.4.0.5 A04.16.001 Y3 opraHoB 6ptoWwHOM NonoCTU (KomnaeKkcHoe) 2000| be3s HAC 0
1.5.4.0.6 A04.14.001 Y3U neyeHu 750| be3z HAC 0
1.5.4.0.17 A04.14.001 Y3U neyeHu, kenyHoro nysbipa (¢ LAK v Y3Ar cocyaos) 1800| bes HAC 0
1.5.4.0.7 A04.15.001 Y3U nopgyKenynouHon xenesbl 800| be3 HAC 0
1.5.4.0.8 A04.19.001.001 [Y3U npamOW KMLLIKK TpaHCPEKTalbHOE 1400| be3s HAC 0
1.5.4.0.9 A04.06.001 Y3U ceneseHku 750| be3 HAC 0
Y31 mouyenonosoii cuctembl
1.5.5.0.1 B03.052.001 KomnnekcHoe Y3U BHyTpeHHUX opraHoB 3500/ bes HAC 0
1.5.5.0.2 A04.20.001 Y3M maTKu M NpUAaTKOB TPaHCaba0MMHaANbHOE 1300| bes HAC 0
1.5.5.0.3 A04.20.001.001 |Y3U maTKu 1M NpUAATKOB TPaHCBarnaabHoe 1600| be3s HAC 0
1.5.5.0.18 A04.20.001.002 |Y3U maTKM 1M NpUAATKOB TPAHCPEKTaNbHOe 1600| bes HAC 0
1.5.5.0.4 A04.20.002 Y3 MONIOYHBIX Kenes 1400| be3s HAC 0
1.5.5.0.24 A04.20.002.003 [Y3M MONOYHBIX XKenes n nogMbleyHbIX AMMPOoyY3/10B 1400| be3s HAC 0
1.5.5.0.5 A04.20.002.002 |Y3M mOnOYHbIX Kenes ¢ AoNMNAepPOBCKUM UCCief0BaHUEM 1600| bes HAC 0
1.5.5.0.6 A04.28.002.003 |Y3M mouyeBoro nysbips 700| be3 HAC 0




LieHa, py6.| CraBKa Cymma
ERY Kopg HMY HaunmeHoBaHue ycnyrun 8 T.4. HAC HAC HAC
1.5.5.0.21 A04.28.002.005 [Y3M moueBoro nysbipa c onpeaeneHMem OCTaTOYHON MOYM 700| be3 HAC 0
1.5.5.0.7 A04.28.002 Y3U moueBbIBOAALMX NYTEN 1200( bes HAC 0
1.5.5.0.8 A04.28.002.002 |Y3N mo4YeTOYHMKOB 500| be3z HAC 0
1.5.5.0.27 A04.28.003 Y3 mowoHkm ¢ Y34 cocynos 1500 bes HAC 0
1.5.5.0.9 A04.22.002 Y3 HagnoyeyHMKoOB 800( bes HAC 0
1.5.5.0.10 A04.30.010 Y3W opraHoB Mafioro Tasa (KOMmnaeKcHoe) 2500| bes HAC 0
1.5.5.0.11 A04.28.003 Y3 opraHoB MOLLIOHKM 1300| be3s HAC 0
1.5.5.0.12 A04.22.003 Y3U napalmMToBUAHbIX Kenes 800( bes HAC 0
1.5.5.0.13 A04.28.002.001 |Y3M nouek 1000| bes HAC 0
1.5.5.0.14 A04.28.001 Y3 noyeKk 1 Hagno4Ye4YHNKOB 1300( bes HAC 0
1.5.5.0.22 A04.28.002.001 (Y3M nouek c gonnaeporpadueit cocymos (MoYeyHble apTepun, NoYeUHbIn 1500 Bes HAC 0
KPOBOTOK)
1.5.5.0.15 A04.21.001 Y3U npeacratenbHOM Kenesbl 1200| bes HAC 0
1.5.5.0.25 A04.21.001 VE npe,a,c;raTeanow »Kenesbl U MOYEBOro Ny3blpA € onpeaeneHnem 1500 Bes HAC 0
0CTaTOYHOM MOUM (TpaHcabAoMUHANBbHO)
1.5.5.0.26 A04.21.001.001 |Y3M npe,a,c;raTeanow »Kenesbl U MOYEBOro Ny3blpA € onpeaeneHnem 1800| Bes HAC 0
0CTaTOYHOM MOUM (TPaHCPEKTaNbHO)
1.5.5.0.28 A04.21.002 Y3U npeacrtatenbHol Kenesbl ¢ LK 1700| bes HAC 0
1.5.5.0.16 A04.21.001.001 [Y3U npepcTaTenbHOM Kenesbl TPAHCPEKTaNIbHOE 1600| bes HAC 0
1.5.5.0.20 A04.28.002.004 |Y3U ypeTpbl 1200| bes HAC 0
1.5.5.0.19 A04.20.003 Y3U donnnkynoreHesa 800| be3 HAC 0
1.5.5.0.23 A04.20.001.004 |Y3U weiikn matku (Y3-LepBUKOMETPUSA) 800| be3 HAC 0
1.5.5.0.17 A04.22.001 Y3U WnUTOBMAHOM Kenesbl M NapallMTOBUAHDIX Kenes 1200| bes HAC 0
1.5.5.0.29 A04.22.002 Y3U wutosmaHom xenesbl ¢ UOK 1500| bes HAC 0
1.5.5.0.30 A04.22.003 Y3U wutosmaHom xenesbl ¢ LAK 1 Y3[T TupeonaHbix aptepui 1700| bes HAC 0
Y3U cycTaBOB U MATKUX TKaHel
1.5.6.0.2 A04.01.002 Y3U Koxu (0gHa aHaTOMMUYecKan 30Ha) 800| be3 HAC 0
1.5.6.0.4 A04.06.002 Y3U numdaTmyecknx y3nos: 2 aHaTOMUYECKUE rpynnbl 1000| bes HAC 0
1.5.6.0.5 A04.06.002 Y3U numdaTtmyecknx y3nos: 3 aHaTOMUYECKUE rpynnbl 1200| be3z HAC 0
1.5.6.0.1 A04.01.001 Y3U MArkux TkaHem (og4Ha aHaTOMUYecKas 30Ha) 800| be3 HAC 0
Y3U cocynoB (apTepuii u BeH)
1.5.7.0.8 A04.12.005.002 [[lynnekcHoOe CKaHWpPOBaHWE apTepuin BEPXHUX KOHEYHOCTEN 1700| be3s HAC 0
1.5.7.0.10 A04.12.006.001 [[lynnekcHoe CKaHMPOBaHWE apTePUn HUKHUX KOHEYHOCTEN 1700| be3s HAC 0
1.5.7.0.27 A04.12.001.002 [[lynneKcHoe CKaHMPOBaHWE apTepuin NoYeK 1700| be3s HAC 0
1.5.7.0.7 A04.12.005.003 [[ynneKkcHoe cKaHWpoBaHWe BpaxmoLedanbHbix apTePUN C LBETHbIM 1800| Bes HAC 0
[0NNNEPOBCKMM KapTUPOBAHMEM KPOBOTOKA
1.5.7.0.6 A04.12.003.002 |OynneKkcHoe CKaHMpOBaHM(—iGpIOLLIHOFO oTAena aopTbl, NOAB3A0WHbIX U 1400 Bes HAC 0
061wWmx 6egpeHHbIX apTepuit
1.5.7.0.1 A04.12.003.001 [[ynneKkcHoe CKaHWpPOBaHWe BPIOLWHOM aopPTbl U ee BUCLEPaA/IbHbIX BETBEN 1300 Bes HAC 0
1.5.7.0.9 A04.12.005.004 |[[lynneKkcHoe CKaHWPOBaHWE BEH BEPXHUX KOHEYHOCTEN 1700| be3s HAC 0
1.5.7.0.11 A04.12.006.002 |[[lynnekcHoe CKaHMPOBaHWE BEH HUKHUX KOHEYHOCTEN 1700| bes HAC 0
1.5.7.0.24 A04.12.005.006 ﬂ,ynnerHoe CKaHvMposaHme MHTPaKpaHMaibHbIX OTAeN0B bpaxmouedanbHbIx 1500 Bes HAC 0
apTepuii (apTepuin ronosbi)
1.5.7.0.22 A04.12.026 . . .
[ynnekcHoe CKaHMPOBAHWE HUXKHEWN NONOM BEHbI M BEH NOPTA/IbHON CUCTEMDI 1300| bes HAC 0
1.5.7.0.21 A04.12.023 [ynnekcHoe CKaHMPOBAHWE HUMKHEN NONON U NOYEYHbIX BEH 1300| bes HAC 0
1.5.7.0.2 A04.12.005 [ynnekcHoe CKaHMpPOBaHWE COCYA0B (apTepuin U BEH) BEPXHUX KOHEYHOCTEN 2800| Bes HAC 0
1.5.7.0.3 A04.12.006 [ynnekcHoe CKaHMPOBaHME COCYA0B (apTEPUI U BEH) HUMKHUX KOHEYHOCTEN 2800| Bes HAC 0
1.5.7.0.16 A04.12.014 [ynnekcHoe CKaHMPOBaHWE COCYA,0B renaTtobunnnapHoi 30HbI 1600| bes HAC 0
1.5.7.0.20 A04.12.022 [ynnekcHoe CKaHMPOBaHWE COCYA0B MA/IOro Tasa 1300| bes HAC 0
1.5.7.0.12 A04.12.008 [ynnekcHoe cKaHMPOBAHWE COCYA0B MOLLOHKM M NOJIOBOTO YieHa 1400| be3 HAC 0
1.5.7.0.15 A04.12.012 [ynnekcHoe CKaHMPOBaHWE COCYA0B NeYyeHn 1400| be3s HAC 0
1.5.7.0.14 A04.12.011 [lynnekcHoe CKaHMPOBaHWE COCYA,0B NOAMKENYAOUYHOM Kenesbl 1300| bes HAC 0
1.5.7.0.19 A04.12.021 [ynnekcHoe cKaHMPOBaAHWE COCYA0B CeNe3eHKU 1300| be3s HAC 0
1.5.7.0.18 A04.12.017 [ynnekcHoe CKaHMPOBaHWE COCYA,08B WMTOBUAHOM Kenesbl 1300| bes HAC 0
1.5.7.04 A04.12.005.005 ﬂ,ynnerHoe CKaHMpPOBaAHWeE 3KCTPaKpaHUabHbIX oTaenos bpaxuouedanbHbix 1500 Bes HAC 0
apTepui
1.5.7.0.28 A04.12.016 TpuniekcHoe CKaHMPOBAHWE apTepPUit BEPXHUX KOHEYHOCTEN 1700| be3s HAC 0
1.5.7.0.29 A04.12.017 TpUNieKcHoe CKaHMPOBAHME apTEPUIA HUIKHUX KOHEYHOCTEN 1700| bes HAC 0
1.5.7.0.30 A04.12.018 TpunieKkcHoe CKaHMPOBAHWE apTepuit NoYeK 1700| be3s HAC 0
1.5.7.0.17 A04.12.015 TpunneKkcHoe CKaHMpPOBaHWeE BeH 1700| be3s HAC 0
1.5.7.0.5 A04.12.015.001 |TpunneKkcHoe CKaHMpiosaHme HUXXHEeW NOoNOoM BEHbl, NOAB3A0LWHbIX BEH U BEH 1900 Bes HAC 0
HUXKHUX KOHEeYHoCTel (KomnaeKkcHoe)
1.5.7.0.23 A04.12.003 Y3U 6ptowwHol aopThl (6e3 BeTBen) 1700| bes HAC 0
1.5.7.0.25 A04.21.002 Y3U cocyn,0B NONOBOro YneHa 1500| bes HAC 0
1.5.7.0.26 A04.21.003 YnbTpasByKoBan gonnaeporpadpua cocysoB CEMEHHOro KaHaTUKa 800| be3 HAC 0

PeHTreHorpa¢uueCKue uccnepoBaHuA




LieHa, py6.| CraBKa Cymma
ERY Kopg HMY HaunmeHoBaHue ycnyrun 8 T.4. HAC HAC HAC
PeHTreH 6ptowwHoii nonoctu u 3M
1.6.1.0.3 A06.28.013 PeHTreHorpaduma mo4yesoro nysbips (063opHas) 800| be3 HAC 0
1.6.1.0.4 A06.30.004.001 [PeHTreHorpadusa 0630pHas GPIOLWHOW NONOCTU 900( be3 HAC 0
1.6.1.0.6 A06.28.001 PeHTreHorpadus noyek o63opHasn 600| be3 HAC 0
PeHTreH Koctei
1.6.2.0.1 A06.03.043 PenTreHorpadusa 6egpeHHomn Koctn (2 npoekumm) 950( be3 HAC 0
1.6.2.0.2 A06.03.014 PeHTreHorpadua 60KkoBas rpyaHas CnoHAMAOrpamma 1000| bes HAC 0
1.6.2.0.3 A06.03.024 PeHTreHorpadusa rpyamuHbl (2 npoekumm) 1100| be3s HAC 0
1.6.2.0.4 A06.03.022 PeHTreHorpadua katounupl 700| be3z HAC 0
1.6.2.0.5 A06.03.046 PeHTreHorpadusa Kocte roneHn (2 npoekumm) 1200| bes HAC 0
1.6.2.0.6 A06.03.056 PeHTreHorpadusa Koctel Hoca 900( be3 HAC 0
1.6.2.0.7 A06.03.029 PeHTreHorpadusa Kocten npeanaedbs (2 npoekumnm) 950| be3 HAC 0
1.6.2.0.8 A06.03.041 PeHTreHorpadusa KocTeli Tasa 1000| be3s HAC 0
1.6.2.0.9 A06.03.026 PenTreHorpadusa nonatku (2 npoekumm) 950| be3 HAC 0
1.6.2.0.10 A06.07.002 PeHTreHorpadusa HUXHeR yentoctv (2 npoeKumm) 1000| bes HAC 0
1.6.2.0.11 A06.03.004 PenTreHorpadusa opbut o63opHan (2 npoeKkumm) 1000| be3 HAC 0
1.6.2.0.12 A06.03.004 PeHTreHorpapusa opbut no Pese 900( be3 HAC 0
1.6.2.0.13 A06.03.035 PenTreHorpadusa nanbua (2 npoekunmn) 1000| bes HAC 0
1.6.2.0.14 A06.03.028 PeHTreHorpadusa nneyeson KocTu (2 npoekummn) 950| be3 HAC 0
1.6.2.0.15 A06.03.051 PeHTreHorpadunsa natoCHbI 1 GanaHr nanbLeB CTOMbI 900| be3 HAC 0
1.6.2.0.38 A06.08.003 PeHTreHorpadusa npnaaToUHbIX Nasyx Hoca (1 npoeKkums) 650| be3 HAC 0
1.6.2.0.16 A06.08.003 PeHTreHorpadumsa npnaaToUHbIX Nasyx Hoca (2 npoeKuun) 900| be3 HAC 0
1.6.2.0.17 A06.03.050 PeHTreHorpaduma NATOYHOM KOCTU B aKCMaZlbHOWM NPOEKL MK 800| be3 HAC 0
1.6.2.0.18 A06.03.050 PeHTreHorpadunsa nATO4HOM KOCTU B BOKOBOM NPOEKLUM 800 be3 HAC 0
1.6.2.0.19 A06.03.023 PeHTreHorpadus pebep 950( be3 HAC 0
1.6.2.0.22 A06.03.053.001 PeHTI'EHOI’pva(bMH cTon I:|a nonepeyvyHoe Uan NPoLOo/IbHOE NJOCKoCToNNe ¢ 2100 Bes HAC 0
dur3nyecKoit HarpysKom
1.6.2.0.23 A06.03.053 PeHTreHorpadusa ctonbl (2 npoekunn) 1100| be3z HAC 0
1.6.2.0.24 A06.03.001.001 [PeHTreHorpadma Typeukoro cegna npuuenbHas 700| be3 HAC 0
1.6.2.0.25 A06.03.005 PenTreHorpadus yepena (2 npoekunm) 1000| bes HAC 0
PeHTreH MArkux TKaHeu
1.6.3.0.1 A06.01.006 PeHTreHorpaduna Markux TkaHewn (2 npoeKkumm) 1000| be3s HAC 0
1.6.3.0.2 A06.01.006 PeHTreHorpaduma MArkux TKaHen nogmblweYHbIx obnacren 900( be3 HAC 0
PeHTreH opraHoB rpyAHOI KNeTKu
1.6.4.0.1 A06.09.007.001 [MpuuenbHan peHTreHorpadua opraHoB rpyAHON KNETKU 900| be3 HAC 0
1.6.4.0.2 A06.09.007 PeHTreHorpadu1sa opraHoB rpygHoON KNeTku 850| be3 HAC 0
1.6.4.0.3 A06.09.007 PeHTreHorpadumsa opraHoB rpyAHoN KNnetku (2 npoexkumnn) 950( be3 HAC 0
PeHTreH No3BOHOYHUKA
1.6.5.0.1 A06.03.013 PeHTreHorpadua rpyaHoro otaena no3BOHOYHUKA (2 NpoeKLumm) 950| be3 HAC 0
1.6.5.0.2 A06.03.014 PeHTreHorpadua rpyao-noACHUYHOIO OTAENa NO3BOHOYHMKA, AUArHOCTMKA 1800| Bes HAC 0
CKoAMOo3a (2 npoekuuu)
1.6.5.0.3 A06.03.017 PeHTreHorpadus KpecTua 1M KonymKa (2 npoekunm) 1000| bes HAC 0
1.6.5.04 A06.03.015 PeHTreHorpadu1a NnoACHMYHOro OTAEeNa NO3BOHOYHMKA (CNOHAMAOrpamMmma, 2 1200 Bes HAC 0
npoeKLmm)
1.6.5.0.5 A06.03.007 PeHtreHorpadus npuuenbHas C1-C2 wenHoOro otaena No3BOHOYHUKA 1000| bes HAC 0
1.6.5.0.6 A06.03.010 PeHTreHorpadus WwWerHOro otaena Nno3aBOHOYHMKA (2 NpoeKuun) 1100| bes HAC 0
1.6.5.0.7 A06.03.010 PeHTreHorpaus WwWenHoro otaena No3BOHOYHWKA B KOCOM NPOEKLMMU 1000| bes HAC 0
1.6.5.0.8 A06.03.019 DYHKUMOHAbHOE UCCAeA0BaHNE NOACHUYHOMO OTAEe1a NO3BOHOYHMKA
1500 bes HAC 0
1.6.5.0.9 A06.03.019 DyHKLMOHaNbHOE UCcCnef0BaHNe WEeWHOro oTAeNa NO3BOHOYHUKA 1400| be3 HAC 0
PeHTreH cycraBos
1.6.6.0.1 A06.04.001 PeHTreHorpau1sa BUCOYHO-4ENOCTHOrO CycTaBa 1000| be3s HAC 0
1.6.6.0.2 A06.04.001 PeHTreHorpau1sa BUCOYHO-YENOCTHOrO CycTaBa (yHKUMOHaNbHASA) 1200| bes HAC 0
1.6.6.0.3 A06.04.012 PeHTreHorpaua roneHoCcTonHoro cycrasa (2 npoekumm) 1100| be3s HAC 0
1.6.6.0.4 A06.03.032 PeHTreHorpadusa KMctu (2 npoekunm) 1100| bes HAC 0
1.6.6.0.5 A06.03.032 PeHTreHorpaumsa KMCTU B NPAMON NPOeKunn 1000| bes HAC 0
1.6.6.0.6 A06.04.005 PeHTreHorpadu1sa KosieHHOro cycTasa (2 npoeKkumm) 1000| bes HAC 0
1.6.6.0.7 A06.03.037 PeHTreHorpadus KpecuoBo-No0AB3A0LWHbIX COYNEHEHWUN 1300| bes HAC 0
1.6.6.0.8 A06.04.003 PeHTreHorpaus N0KTEBOro cycraea (2 npoeKumm) 1000| bes HAC 0
1.6.6.0.9 A06.04.004 PeHTreHorpaus ny4e3ansacTHoro cycrasa (2 npoekuunm) 1000| bes HAC 0
1.6.6.0.10 A06.04.010 PeHTreHorpadu1sa nneyeBoro cycTaBa B akCMaibHOM NPOEKLMM C OTBEAEHNEM 1000| Bes HAC 0
1.6.6.0.11 A06.04.010 PeHTreHorpausa nne4eBoro cyctasa B NPAMOM NPoeKuun 1000| bes HAC 0
1.6.6.0.12 A06.04.011 PeHTreHorpaua Ta30b6eApeHHOro cycTaBa B akCMaibHOM NPOEKLMMU C 1200 Bes HAC 0
oTBeeHUEM
1.6.6.0.13 A06.04.011 PeHTreHorpaua Ta30b6eApeHHOro CycTaBa B akCMaibHOM NPOEKLMHU C 1500 Bes HAC 0
oTBefeHuem (2 cyctasa)
1.6.6.0.14 A06.04.011 PeHTreHorpadus TazobeapeHHOro cycTaga B NpAMON NPOeKLMm 1100| bes HAC 0
Mammorpadus
1.10.1.0.2 A06.20.004.002 [Mammorpadua (akcunnspHas o6aacTb) 1 100| be3s HAC | 0




LieHa, py6.| CraBKa Cymma
EKY Kog HMY H
oA aumeHOBaHMe ycnyru 5 1.4, HAC HAC HAC
1.10.1.0.3 A06.20.004.002 |Mammorpadua (npuuenbHas) 1100| be3z HAC 0
1.10.1.0.4 A06.20.004 Mammorpadua 4ByX MONOYHbIX Kenes (2 npoekumm) 1700| bes HAC 0
1.10.1.0.5 A06.20.004 Mammorpadpua ogHON MONOYHOM Xenesbl (2 NpoeKLmm) 1500/ be3s HAC 0
1.10.1.0.6 A06.20.008 TOMOCUHTE3 ABYX MOJIOYHbIX Kenes 2 800| bes HAC 0
1.10.1.0.7 A06.20.008 TOMOCUHTE3 OAHOIN MONOYHOM XKeesbl 2000| besz HAC 0
®DYHKUMOHANbHAA ANarHOCTUKa
1.9.1.0.1 A05.10.006 Pervcrpauma anekTpoKkapanorpammbl 350| be3z HAC 0
1.9.1.0.2 A05.10.006 Pervctpauma aneKkTpoKapamorpammsl (C paclundpoBKoi) 800| be3 HAC 0
1.9.1.0.3 A05.10.004 PacwndposKa anekTpokapaMorpammel 450| bes HAC 0
1.9.3.0.1 A12.09.002.001 (Mpob6 6 Z
po6bl PYHKLMOHANbHBIE C BPOHXONUTUKAMM NPU UCCNef0BaHUN GYHKUUI 1000| Bes HAC 0
BHELUHEro AblXaHuA
1.9.3.0.2 A12.09.002.003 |CnupomeTpus 1100| bes HAC 0
3HA0CKONMYECKME Uccnea0BaHUA
1.8.1.0.1 A03.18.001.001 |Bnaeo KONOHOCKONMA ANarHocTuyeckas 4000 be3z HAOC 0
1.8.1.0.5 A03.19.004 P " 7
€KTOCUTMOCKONWA AUArHOCTUYECKan (OCMOTP NPAMOW U CUTMOBUAHOWM 3000| Bes HAC 0
KULLUKK)
1.8.2.0.1 A03.16.001 Buaeo szodaroractposyoseHockonusa auarHoctuyeckan (r4C) 2900| bes HAC 0
1.8.3.0.1 A03.08.001.001 |BupgeonapuHrockonus 1200| be3s HAC 0
1.8.3.0.2 A03.08.004.003 |BuaeopuHocKkonusa 1200| bes HAC 0
JlononHuTeNbHbIE YCAYrM NpyU ANAarHOCTUYECKUX UCCNeA0BaHUAX
1.7.4.04 3anuch gybavkata NIT/KT nccneaosaHmsa Ha UCK 500( be3 HAC 0
1.7.4.0.5 3 6 7
anucb 3HA0CKONUYECKOro 06cnes0BaHUA HA NEKTPOHHbBI HOCUTE b 500 Bes HAC 0
1.7.4.0.6 3 6 "
anuncb PEHTTeHONOMMYeCcKoro 0b6cel0BaHNA Ha 3/IEKTPOHHBIN HOCUTENb 500| Bes HAC 0
1.7.4.0.7 3anMcb Mammoiornyeckoro obcieso0BaHUA Ha 3NEKTPOHHbBINA HOCUTE b
500( bes HAC 0
4.1.39.3.13 A06.30.002.001 [CpaBHeHue KT-uccnenoBaHuii B AMHAMMKE (NPU HANMYMMK SAHHbIX
npeablayLwero uccnefoBaHusa Ha LMGpPoOBOM HOCUTENE; 33 OAHO 1400| be3 HAC 0
nccae0BaHUe B lONONHEHWE K BbINONHEHHOMY B LieHTpe)
AM6yna'rop|-|o-nonMKnuHmeCKan nomotulb
T'MHekonorusa
KoHcynbTauuoHHbIe ycnyru
4.1.1.1.1 B01.001.001 Mpuem (0CMOTp, KOHCY/IbTaLMA) Bpaya-rMHEKO10ra NEPBUYHbIN 2000 be3HAC 0
4.1.1.2.1 B01.001.002 Mpuem (0CcMOTp, KOHCY/IbTaLMA) Bpaya-rTMHEKO10ra MOBTOPHbIV 1700| bes HAC 0
BpauebHble maHunynauumn
4.2.21.0.1 A11.20.024 AnnanKaumna NekapCTBEHHOro BeLeCcTBa, BBEAeHWe TaMMnoHa 600| be3 HAC 0
4.2.21.0.2 A11.20.014 B " Y31 6
BeAeHne BHYTPUMATOYHOW CNUpanu nog, KOHTpo/siem (6e3 cToumocTn 2500| Bes HAC 0
cnupanu)
4.2.21.0.6 A11.20.024 B 6 6
BeAeHune nevyebHbIX NpenapaTos MHTpaBarMHaabHO (6e3 cToumocTu 350| Bes HAC 0
npenapaTos)
4.2.21.0.7 A11.20.024 B HosaP 6
BeaeHue/ yaaneHve KoHTpauentusa HosaPuHr (6e3 ctoumocTi npenaparos) as0| Bes HAC 0
4.2.21.0.8 A16.20.091.001 |BcKkpbiTHe abcuecca 6apTONMHUEBON Kenesbl 4500 be3 HAC 0
4.2.21.0.9 A11.20.008.002 |BbickabansaHue LLePBUKANbHOrO KaHana 2 800| bes HAC 0
4.2.21.0.13 A16.20.009 Koarynauua o4aros sHAOMETPMO3a Ha LIEKe MaTKK 2700| bes HAC 0
4.2.21.0.14 A03.20.001 Konbnockonua pacwumnpeHHas 1800| bes HAC 0
4.2.21.0.15 A03.20.001 K
OMM/EKCHOE LiepBUKaIbHOE UCCe0BaHNe (BKOYas pacluMpeHHYo 3600| Bes HAC 0
KO/IbMOCKOMUIO U LLePBUKOCKONWIO)
4.2.21.0.44 A03.20.005 BynbBockonua 2 000| bes HAC 0
4.2.21.0.18 A16.20.097 P 7
aAMOBOIHOBAA NeT/1eBaA IKCLM3NA 30HbI TPAHCPOPMALMM LLIENKU MATKM 9500| Bes HAC 0
4.2.21.0.19 A16.20.036.003 [PasroBonHOBOE NEeYEHNE 3PO3UN LENKM MATKK 4 500| be3z HAC 0
4.2.21.0.20 A16.20.084 P 6 nluwr.
aAMOBO/IHOBOE yAa/ieHNe reHUTabHbIX 06pas3oBaHuii 1 WT. pasmepom 750| Bes HAC 0
6onee 5 mm. B AnameTpe
4.2.21.0.21 A16.20.084 P 6 nluwr. 5
aAMOBO/IHOBOE yAa/ieHMe reHnTaIbHbIX 06pa3oBaHmMii 1 WT. pasmepom Ao 500| Bes HAC 0
MM. B AnameTpe
4.2.21.0.22 A16.20.084 PapnoBonHoBOe yaaneHne MHOXECTBEHHbIX KOHANOM BY/IbBbI 4 500| be3z HAC 0
4.2.21.0.24 A11.20.012 CaHaumsa Bnaranunwa (BaHHoYKa) 450| bes HAC 0
4.2.21.0.25 A16.20.090 CHATWE WBOB NOC/IE TMHEKONIOTMYECKUX onepaL it 800( bes HAC 0
4.2.21.0.45 A16.20.055 HanoxeHne rMHeKONOrMYecKoro LWea 950( bes HAC 0
4.2.21.0.26 A11.20.015 YpaaneHue BHYTPUMATOUYHOM cuctembl MupeHa 2 000| bes HAC 0
4.2.21.0.27 A11.20.015 YpaaneHve BHYTPUMATOUYHOM cnivpanm 1700| bes HAC 0
4.2.21.0.28 A16.20.084 Y,
[laNieHne KOHAMIOM HapyKHbIX NOAOBbIX OPFraHOB M MANUANOM BAaraauLia 2000| Bes HAC 0
pagunoBonHoBbiMm meTogom (5 - 10 ea,)
4.2.21.0.29 A16.20.084 Y,
[laNieHne KOHAMIOM HapyKHbIX NOAOBbIX OPFraHOB M MANUANOM BAaraauLia 1400 Bes HAC 0
pagmnoBoAHOBLIM MeTogom (A0 5 ea,.)
4.2.21.0.30 A16.20.084 YpaneHne MHOXeCTBEHHbIX KOHAWIOM BY/1bBbl UM BIAranuniua 4 000| be3z HAC 0
4.2.21.0.31 A16.20.096 YpaneHvne HoBOO6pa3oBaHUA BYNbBbI 4000 be3s HAC 0




LieHa, py6.| CraBKa Cymma
EKY Kog HMY H
oA aumeHOBaHMe ycnyru 5 1.4, HAC HAC HAC
4.2.21.0.32 A16.20.069 YpaneHvne HoBOO6pa3oBaHUA Maol NOAOBOW ry6bl 6 500/ be3 HAC 0
4.2.21.0.35 A16.20.059 YpaneHvne MHOPOAHOrO Tena U3 BiaranmLia 1500 bes HAC 0
4.2.21.0.36 A02.20.001 Llepsnkockonusa 2000| bes HAC 0
4.2.21.0.37 A11.20.024 Wnnnep — tect 800| be3 HAC 0
AHecTe3nonorma U peaHMMaToNorua
KoHcynbTauunoHHble ycnyrm
4.13.1.1 B01.003.001 0] - -
cMOTP (K?HcyﬂbTaLlMﬂ) BPaYOM-aHECTE3MO0/I0TOM-PEaHNMaTONI0roM 2000| Bes HAC 0
nepBUYHbBIN
4.13.2.1 B01.003.002 0] - -
cMOTP (K?HcyﬂbTaLlMﬂ) BPaYOM-aHECTE3MO0/I0TOM-PEaHNMaTONI0roM 1700| Bes HAC 0
NOBTOPHbIN
AHecTe3nm
4.2.71.0.3 B01.003.004.004 [AHecTe3nA anJvKauMOHHasA 300| bes HAC 0
4.2.71.0.4 B01.003.004.005 |AHecTe3uns MHGUNAbTPALMOHHAA (MHbEKLMA) 1000| be3 HAC 0
4.2.71.0.5 B01.003.004.001 |M ,
ecTHas aHecTe3us (MHOUAbTPALMOHHAA, MPOBOAHMKOBASA) NPy 2500| Bes HAC 0
XMPYPIrMYecKknx MaHUNynaumnax
4.2.71.0.9 B01.003.004.009 (B
HYTPUBEHHAA aHECTE3UA MPU MasbIX XUPYPrUYECKUX BMELLATENbCTBAX 3000| Bes HAC 0
4.2.71.0.1 B01.003.004 A 6 "
HeHCTeamonoqueCKoe nocobue npu 3sodaroractpogyoseHockonuu ("so 3000| Bes HAC 0
CHe
4.2.71.0.2 B01.003.004 A 6 “ dunb
"HECTE3:IOI10I'MLIGCKOE nocobue npu sHAO0CKONMYEecKon GMHBPOKONOHOCKONUK 3000| Bes HAC 0
("BO cHe
FacTpoaHTeponorus
KoHcynbTaunoHHble ycnyru
414.1.1 B01.004.001 n } - Z
puem (0cMoTp, KOHCY/IbTaLMA) Bpaya-racTpo3HTEPO/I0ra NepBUYHbBIN 2000| Bes HAC 0
41421 B01.004.002 n } - 7
puem (0cMOoTp, KOHCY/IbTaLMA) Bpaya-racTpO3HTEPO/10ra NOBTOPHbIM 1700 Bes HAC 0
[epmaTtoBeHeponorusa
KoHcynbTauuoHHbIe ycnyru
4.1.8.1.1 B01.008.001 Mpuem (0CcMOTP, KOHCYNbTALMA) BpaYa-AepmaTosiora NepBUYHbIN 2 000| bes HAC 0
4.1.8.2.1 B01.008.002 Mpuem (0CMOTp, KOHCYNbTALLMSA) Bpaya-AepmaTosiora NoBTOPHbIV 1700| bes HAC 0
BpauebHble maHunynauun
4.2.8.0.1 A11.01.003 MHbeKUMOHHas KoppeKuusa pybuos, 1 KB. cm. 1900| bes HAC 0
4.2.80.0.6 A16.01.017.001 |V, 6 0,5 cm.
naneHve (nasepHoe/pagnososiHoBoe) 60poAaBOK AMaMETPOM 40 cm 1500 Bes HAC 0
4.2.80.0.7 A16.01.017.001 |V, 6 0,5
C’\,u.,‘anem/le (nasepHoe/pagmnoBonHoBOE) 6OPOAABOK ANAMETPOM CBbILIE 2000| Bes HAC 0
4.2.80.0.8 A16.01.017.001 |V, 6 1,0
C’\,u.,‘anem/le (nasepHoe/pagmnoBonHoBOE) 6OPOAABOK ANAMETPOM CBbILIE 2300| Bes HAC 0
4.2.80.0.9 A16.01.017.001 |V, 6 ",
faneHue (nasjapHoe/pa,u,MosonHosoe) 0pPOJABOK OKOJIOHOITEBOW 1500 Bes HAC 0
mexnanbueson agnametpom 0,5 cm.
4.2.80.0.10 A16.01.017.001 |Ypanexue (nasepHoe/paAnMoBONHOBOE) HEBYCOB pasmepom 40 lcm 1500 bes HAC 0
4.2.80.0.11 A16.01.017.001 |YganeHue (nasepHoe/paAnoBONHOBOE) KOHAMAOM, 1 WT. 1000 bes HAC 0
4.2.80.0.12 A16.01.020 Y, ,1
fnaneHue (nasepHoe/paiMoBONHOBOE) KOHTArMO3HOMO MOIIIOCKA , 1 Wt 500| Bes HAC 0
4.2.80.0.13 A16.01.037 Ypanexue (nasepHoe/paanoBonHoBoe) KcaHTenasmol 0,5 KB. CM. 1700 bes HAC 0
4.2.80.0.14 A16.01.037 Ypanexuve (nasepHoe/paAnoBONHOBOE) KCaHTeNasmbl 1 KB. CMm. 2500| bes HAC 0
4.2.80.0.15 A16.01.017.001 |V, 1 (6
naneHue (nasepHoe/paiMOBONHOBOE) MHOXECTBEHHbIX BbiCbiNaHuii (6onee 500| Bes HAC 0
10 sanemeHTOB), 33 1 3nemeHT
4.2.80.0.16 A16.01.017.001 |V, 7 5
naneHue (nasepHoe/paiMOBONHOBOE) MHOXKECTBEHHbIX BbICbINaHWiA (L0 700| Bes HAC 0
371eMeHTOB), 3a 1 anemeHT
4.2.80.0.17 A16.01.017.001 |V, 7 5
naneHue (nasepHoe/paiMoOBONHOBOE) MHOXKECTBEHHbIX BbiCbINaHwii (0T 5 Ao 600| Bes HAC 0
10 sanemeHTOB), 33 1 3nemeHT
4.2.80.0.18 A16.01.017.001 |V, 6 1
naneHue (nasepHoe/paZiMoBONHOBOE) HEBYCOB pasmepom 6onee 1cm 2200| Bes HAC 0
4.2.80.0.19 A16.01.017.001 |Ypanexue (nasepHoe/paanoBonHosoe) nanuanom, 1wt 1500 bes HAC 0
4.2.80.0.20 A16.01.017.001 |Yganexue (nasepHoe/paAnMoBOAHOBOE) NanuANOMbl BeKa , 1 wr 1700 bes HAC 0
4.2.80.0.21 A16.01.017.001 |V, 6 iHOW 0,5 KB. CM.
fanenue (nasepHoe/paiMoBoNHOBOE) cebopeiiHoi KepaTombl KB. CM 700| Bes HAC 0
4.2.80.0.22 A16.01.017.001 |V, 6 iHOW 1,0 kB. cm.
fnanexue (nasepHoe/paiMoBoNHOBOE) cebopeiiHoi KepaTombl KB. CM 1200 Bes HAC 0
4.2.80.0.23 A16.01.017.001 |V, , 1 KB. CM.
naneHue (nasepHoe/paiMoBONHOBOE)KOHANIOM MHOMECTBEHHbIX, 1 KB. CM 2500| Bes HAC 0
4.2.80.0.31 A16.01.017.001 [3nekTpoxupypruyeckoe ypanenue 6asanvomol o 0,5 cm 1500| bes HAC 0
4.2.80.0.32 A16.01.017.001 [3nekTpoxupypruyeckoe yganernue 6asanvomol ot 0,5 8o 1,0 cm 2 000| bes HAC 0
4.2.80.0.33 A16.01.017.001 [SnekTpoxupypruyeckoe yaaneHve 6oponaskm 6onee 0,5 cm 1600| bes HAC 0
4.2.80.0.34 A16.01.017.001 [SnekTpoxupypruyeckoe yganeHue 6oponasku 6onee 1 cm 1900| bes HAC 0
4.2.80.0.35 A16.01.017.001 [SnekTpoxupypruyeckoe yganernve 6oponasku fo 0.5 cm 1200| bes HAC 0
4.2.80.0.36 A16.01.017.001 |3 6 ",
NeKTPOXMpPYpPrudeckoe yaaneHne 60poaaBKM OKOSIOHOITEBOW 1000| Bes HAC 0

mexxnanbuesoi 4o 0.5 cm




LieHa, py6.| CraBKa Cymma
EKY Kog HMY H
oa aumeHoBaHMe ycayru 5 1.4, HAC HAC HAC
4.2.80.0.37 A16.01.014 dneKTpoxmnpypruveckoe yaaneHne remaHrmom 0.5-1.0 cm 1500| bes HAC 0
4.2.80.0.38 A16.01.014 DIeKTpOXMpypruyeckoe yaaneHne remaHrmom go 0.5 cm 2 000| bes HAC 0
4.2.80.0.39 A16.01.017.001 |3 6 6 "
NEeKTPOXMPYpPruyeckoe yaaneHne fobpokayecTBeHHbIXx 06pa3oBaHui 1200 Bes HAC 0
(HeBycoB, gepmatodubpom) 1 wr.
4.2.80.0.40 A16.01.037 DIeKTPOXMPYPruYecKoe yaaneHne KcaHTenasmbl Beka - 1 wrt 1500| bes HAC 0
4.2.80.0.41 A16.01.017.001 |3 Z 5
NEKTPOXMPYPrUYECKOE YAaNeHUE MHOKECTBEHHbIX BbICbINaHWUM ( A0 700| Bes HAC 0
371eMeHTOB), 3a 1 anemeHT
4.2.80.0.42 A16.01.017.001 |3 v (6 10
NEKTPOXMPYPrUYECKOE YAaNeHUE MHOXKECTBEHHbIX BbiCbiNaHUii (Bonee 500| Bes HAC 0
371eMeHTOB), 3a 1 anemeHT
4.2.80.0.43 A16.01.017.001 |3 Z 5 p0 10
NEKTPOXUPYPrUYECKOE YAaeHUE MHOMKECTBEHHbIX BbICbINaHui (0T 5 go 600| Bes HAC 0
371eMeHTOB), 3a 1 anemeHT
4.2.80.0.44 A16.01.017.001 [3neKTpoxmpypruyeckoe yaaneHue HeBycoB pasmepom 6onee 1 cm 2 000| bes HAC 0
4.2.80.0.45 A16.01.017.001 [3neKkTpoxupypruyeckoe yganexHve nanunnom 6onee 0,3 cm, 1 wr. 1000| bes HAC 0
4.2.80.0.46 A16.01.017.001 |dneKTpoXmMpypruyeckoe yaaneHne nanunnom seka 1 wr. 1500| bes HAC 0
4.2.80.0.47 A16.01.017.001 |dneKTpoxmpypruyeckoe yaaneHune nanunnomol go 0,3 cm, 1 wr. 500( be3 HAC 0
4.2.80.0.48 A16.01.017.001 |3 16 1 1
NEKTPOXMPYPrUYEcKoe yaaneHue nogowseHHo 6opoaasku ( go 1. cm), 3a 1500| Bes HAC 0
31eMeHT
Kapaunonorusa
KoHcynbTauunoHHble ycnyrm
4.1.15.1.1 B01.015.001 Mprem (0CMOTP, KOHCYAbTALMA) Bpada-KapAMoiora nepBrYHbIi 2 000| bes HAC 0
4.1.15.2.1 B01.015.002 Mprem (0CMOTP, KOHCYAbTALMA) BpaYa-KapAMoiora NoBTOPHbIN 1700| bes HAC 0
Kononpokronorus
KoHcynbTauunoHHble ycnyrm
4.1.18.1.1 B01.018.001 Mprem (0CMOTP, KOHCYAbTALMA) BPaYa-KOA0MNPOKTOI0ra NepBUYHbIN 2 000| bes HAC 0
4.1.18.2.1 B01.018.002 Mprem (0CMOTP, KOHCYNbTALMA) BPaYa-KO0NPOKTOI0ra MOBTOPHbIM 1700| bes HAC 0
BpauebHblie maHunynauun
4.2.18.0.1 A11.01.010 be3sonepaLMOHHOE fieYeHne TPELLMH NPAMON KULWKK (610Ka[a) 2500| be3 HAC 0
4.2.18.0.2 A16.18.033 b 1
VKMPOBaHME aHaNIbHOIO KaHasa,Koa0CcToMbl,uneoctomsl (1 npouesnypa) 1100| Bes HAC 0
4.2.18.0.3 BnpasneHue BbiNaBLIEro y4acTka npsmomn KULLKK 1000| bes HAC 0
4.2.18.0.4 A16.19.013 n 1 6
cceyeHMe HapyXKHOro remoppounaanbHoro ysna (1 ysen), 6e3 aHectesumn 3400| Bes HAC 0
4.2.18.0.5 A16.19.003.001 [McceyeHne NPOCTON TPELLMHBI NPAMOI KMLWKK 7 000| bes HAC 0
4.2.18.0.6 A16.19.003.001 (M 7 " 6
cceyeHne XpOHMYECKOM aHaNbHOM TpeLwuHbl Npu 60a1eBbiM CUHAPOME 8000| Bes HAC 0
4.2.18.0.7 A16.01.017.001 [/lasepHoe yaaneHue nepuvaHanbHbix KoHaMnom (1 npoueaypa) 1900| be3s HAC 0
4.2.18.0.8 A16.19.013.002 |[/IurnpoBaHne BHYTPEHHUX reMOPPONLANbHbIX Y3108 (1 y3en) 4000 be3z HAOC 0
4.2.18.0.9 A11.01.010 MapapeKTanbHaa 610Kaga Npy ocTpom 601EBOM CUHAPOME 900| be3 HAC 0
4.2.18.0.10 A03.19.002 PektopomaHockonus 1200| be3z HAC 0
4.2.18.0.11 A16.19.044 T 6 6
POMB3IKTOMMSA NPU OCTPOM TPOMBO3€e HaPYKHbIX FEMOPPOUAANbHBIX Y3108 3500| Bes HAC 0
(1 y3en)
4.2.18.0.12 A16.19.046 YpaneHue runepTpopupoBaHHbIX aHaibHbIX COCOYKOB 4000 be3z HAC 0
4.2.18.0.13 A16.19.018 YpaaneHvue MHOPOAHbIX TeN NPAMOM KMLLKK 4500 be3z HAC 0
4.2.18.0.14 A16.19.017 YpaaneHue noivna aHaNbHOro KaHana v Npamon KULWKK 4000 be3z HAC 0
4.2.18.0.15 A16.19.013.002 |[/IurnpoBaHne remopponLaNbHbIX Y3108, MOBTOPHbIN y3en 2200| bes HAC 0
Hesponorusa
KoHcynbTaTUBHbIE ycayrn
4.1.23.1.1 B01.023.001 Mpuem (0CMOTp, KOHCYNbTaLMA) Bpaya-HEBPOIOTra NepBUYHbINA 2000| be3 HAC 0
4.1.23.2.1 B01.023.002 Mpuem (0cMOTp, KOHCYNbTaLMA) Bpaya-HEBPOAOra MOBTOPHbIN 1700| bes HAC 0
OHKonorua
KoHcynbTauuoHHble ycnyru
4.1.27.1.1 B01.027.001 Mpuem (0CcMOTP, KOHCYNbTaLLMSA) Bpaya-OHKO0ra NepBUYHbIN 2000| be3z HAC 0
4.1.27.1.5 B01.027.001 Mpuem (0CMOTp, KOHCYNbTaLMA) Bpaya-MaMMO/0ra NepBuYHbIN 2000| be3 HAC 0
4.1.27.2.1 B01.027.002 Mpuem (0CcMOTP, KOHCYNbTaLMSA) Bpaya-OHKO0ra NOBTOPHbIN 1700| bes HAC 0
4.1.27.2.5 B01.027.001 Mpvem (0CMOTp, KOHCYNbTaLMA) Bpaya-MaMMO0ra NOBTOPHbIN 1700| bes HAC 0
4.1.27.1.3 B01.027.001 n - Z
puem (0CMOTp, KOHCYNbTauMs) Bpaya-OHKOI0ra NEPBUYHBIN (BbiCLLAn 2200| Bes HAC 0
KaTeropms, K.M.H.)
4.1.27.2.3 B01.027.002 n - 7
puem (0OCMOTP, KOHCYNbTaLUms) Bpaya-OHKOI0ra NOBTOPHbIN (Bbiclwasn 1800| Bes HAC 0
KaTeropms, K.M.H.)
BpauebHble maHunynauun
4.2.80.0.57 A16.20.031 3 6 7z "
HyKneauna ¢pnbpoaseHOMbI C MECTHOM aHecTe3sunel (C rmcToNorMYeckum 26500| Bes HAC 0
uccnenoBaHuem)
4.2.80.0.6 A16.01.017.001 |V, 6 0,5 cm.
naneHve (nasepHoe/pagunosoniHoBoe) 6opoaasok avametpom go 0,5 cm 1500| Bes HAC 0
4.2.80.0.7 A16.01.017.001 |V, 6 0,5
C’\,u,Aanerme (nasepHoe/pagmnoBonHoBoe) 6opoaaBok Anametpom cabiwwe 0, 2000 Bes HAC 0
4.2.80.0.8 A16.01.017.001 z/,u,aneHme (nasepHoe/paanosonHoBoe) 60poaaBoK AMameTpom cabiwe 1,0 2300| Bes HAC 0
M.
4.2.80.0.9 A16.01.017.001 |YaoaneHue (nasepHoe/paanoBosHOBOE) HOPOAABOK OKONOHOITEBOM, 1500| Bes HAC 0

mexnanbueson aametpom 0,5 cm.




LieHa, py6.| CraBKa Cymma
EKY Kog HMY H
oA aumeHOBaHMe ycnyru 5 1.4, HAC HAC HAC
4.2.80.0.10 A16.01.017.001 |YpaneHue (nasepHoe/paAnoBONHOBOE) HEBYCOB Pasmepom 40 1cm 1500| bes HAC 0
4.2.80.0.11 A16.01.017.001 |YganeHue (nasepHoe/paAnoBOAHOBOE) KOHAMAOM, 1 WT. 1000 bes HAC 0
4.2.80.0.12 A16.01.020 Y, 1
faneHue (nasepHoe/paiMoBONHOBOE) KOHTArMO3HOMO MOJIIIOCKA , 1 Wt 500| Bes HAC 0
4.2.80.0.13 A16.01.037 Ypanexue (nasepHoe/paanoBonHoOBOe) KcaHTenasmbl 0,5 KB. CM. 1700| bes HAC 0
4.2.80.0.14 A16.01.037 YpaneHue (nasepHoe/paAnoBONHOBOE) KCaHTeNasmbl 1 KB. cMm. 2500| bes HAC 0
4.2.80.0.15 A16.01.017.001 |V, " (6
faneHue (nasepHoe/paiMoOBONHOBOE) MHOXECTBEHHbIX BbiCbiNaHuii (6onee 500| Bes HAC 0
10 anemeHTOB), 33 1 anemeHT
4.2.80.0.16 A16.01.017.001 |V, " 5
faneHue (nasepHoe/paiMoOBONHOBOE) MHOXECTBEHHbIX BbICbINaHWiA (40 700| Bes HAC 0
371eMeHTOB), 3a 1 anemeHT
4.2.80.0.17 A16.01.017.001 |V, " 5
faneHve (nasepHoe/paanoBONHOBOE) MHOMKECTBEHHbIX BbICbINaHWiA (0T 5 A0 600| Bes HAC 0
10 anemeHTOB), 33 1 anemeHT
4.2.80.0.18 A16.01.017.001 |V, 6 1
naneHve (nasepHoe/paanoBoNHOBOE) HEBYCOB pasmepom Bonee 1cm 2200| Bes HAC 0
4.2.80.0.19 A16.01.017.001 |YpaneHue (nasepHoe/pafnMoBosHOBOE) nanuanom, 1wt 1500| bes HAC 0
4.2.80.0.20 A16.01.017.001 |YgpaneHue (nasepHoe/paanoBOHOBOE) NANUANOMbI BeKa , 1 wT 1700| bes HAC 0
4.2.80.0.21 A16.01.017.001 |V, 6opeiiHoi 0,5 KB. CM.
naneHve (nasepHoe/pagnoBoniHoBoe) cebopeliHoit kepatombl 0,5 KB. cM 700| Bes HAC 0
4.2.80.0.22 A16.01.017.001 |V, 6opeiiHoi 1,0 kB. cMm.
naneHve (nasepHoe/pagnoBosniHoBoe) cebopeliHoit kepatombl 1,0 KB. cm 1200| Bes HAC 0
4.2.80.0.23 A16.01.017.001 |V, 1 KkB. cm.
naneHve (nasepHoe/pagnoBONHOBOE)KOHANNIOM MHOXKECTBEHHBIX, 1 KB. CM 2500| Bes HAC 0
4.2.80.0.24 A16.01.016 YpaaneHue atepombl, SNUAEPManbHON U AEPMOULHON KUCTbI 3000/ bes HAC 0
4.2.80.0.25 A16.02.003 YpaneHue rurpomol 2 000| bes HAC 0
4.2.80.0.31 A16.01.017.001 [3nekTpoxupypruyeckoe yganenue 6asanmomsl 8o 0,5 cm 1500| bes HAC 0
4.2.80.0.32 A16.01.017.001 [3nekTpoxupypruyeckoe yganernue 6asanvomsl ot 0,5 80 1,0 cm 2 000| bes HAC 0
4.2.80.0.33 A16.01.017.001 [3neKkTpoxumpypruyeckoe yaaneHve 6oposnasku 6onee 0,5 cm 1600| bes HAC 0
4.2.80.0.34 A16.01.017.001 [3nekTpoxupypruyeckoe yganeHune 6oponasku b6onee 1 cm 1900| be3s HAC 0
4.2.80.0.35 A16.01.017.001 [3neKkTpoxupypruyeckoe yganeHve 6opogasku 1o 0.5 cm 1200| be3z HAC 0
4.2.80.0.36 A16.01.017.001 |3 6 7
neKTpoxmpyptmqecr(oe yAaneHue 60poaaBKU OKONIOHOITEBOW, 1000| Bes HAC 0
mexnanbLeson fo 0.5 cm
4.2.80.0.37 A16.01.014 SneKTpoxmupypruyeckoe yaaneHne remaHrmom 0.5-1.0 cm 1500| be3s HAC 0
4.2.80.0.38 A16.01.014 DNeKTpoXnpypruyeckoe yaaneHne remaHrmom go 0.5 cm 2000| bes HAC 0
4.2.80.0.39 A16.01.017.001 |3 6 6 7
NEeKTPOXMPYPruyeckoe yaaneHne fobpoKayecTBeHHbIXx 06pa3oBaHui 1200| Bes HAC 0
(HeBycoB, gepmatodmbpom) 1 wr.
4.2.80.0.40 A16.01.037 DIeKTPOXUPYPruYecKoe yaaneHne KcaHTenasmbl BeKa - 1 wrt 1500| be3s HAC 0
4.2.80.0.41 A16.01.017.001 |3 Z 5
NEKTPOXUPYPrUYECKOe YaasleHNe MHOXKECTBEHHbIX BbiCbiNaHuii ( 40 700| Bes HAC 0
371eMeHTOoB), 3a 1 anemeHT
4.2.80.0.42 A16.01.017.001 |3 v (6 10
NEKTPOXMPYPrUYECKoe yaaseHne MHOKECTBEHHbIX BbiCbiNaHuli (6onee 500 Bes HAC 0
371eMeHTOB), 3a 1 anemeHT
4.2.80.0.43 A16.01.017.001 |3 Z 5 p0 10
NEKTPOXUPYPrUYECKoe yaaseHne MHOXKECTBEHHbIX BbICbiNaHui (0T 5 go 600| Bes HAC 0
3n1emeHToB), 33 1 anemeHT
4.2.80.0.44 A16.01.017.001 [3neKTpoxupypruyeckoe yaaneHve HeBycoB pasmepom bonee 1 cm 2000| bes HAC 0
4.2.80.0.45 A16.01.017.001 [3neKkTpoxumpypruyeckoe yganexHve nanunnom 6onee 0,3 cm, 1 wr. 1000| bes HAC 0
4.2.80.0.46 A16.01.017.001 |dneKTpoOXmMpypruyeckoe yaaneHne nanuanom seka 1 wr. 1500| bes HAC 0
4.2.80.0.47 A16.01.017.001 |dneKTpoxmpypruyeckoe yaaneHue nanunnomol go 0,3 cm, 1 wr. 500 be3 HAC 0
4.2.80.0.48 A16.01.017.001 |3 16 1 1
NIEKTPOXUPYPrUYecKoe yaaneHne noaolwBeHHON 6opoaasku ( fo 1 cm), 3a 1500| Bes HAC 0
31eMeHT
4.2.80.0.58 A16.01.017 n 6 6 2
cceqeﬂme o pOKa:IECTBEHHOFO HOBOObOPA30BaHMA KOXM (80 2cm) ¢ 2500| Bes HAC 0
MeCTHOI aHecTe3unew
4.2.80.0.59 A16.01.017 n 6 6 2 5
cceqeﬂme o pOKa:IECTBEHHOFO HOBOObGPa30BaHMsA KOXM (0T 2cm A0 5¢cm) ¢ 3000| Bes HAC 0
MeCTHOI aHecTe3unewn
4.2.80.0.60 A16.01.017 n 6 6 6 5
cceyeHune A0b6POKaUYeCTBEHHOrO HOBOObPa3oBaHUs Koxu (bonee 5¢cm) 4000| Bes HAC 0
4.2.80.0.61 A16.30.033 n 6 6 7 2
ccequMve o pOKaH?CTBEHHOFO HOBOODOPA30BaHMA MATKMUX TKaHe (8o 2cm) 3000| Bes HAC 0
C MeCTHOM aHecTe3nei
4.2.80.0.62 A16.30.033 n 6 6 7 2
cceyeHune Ao pOVKaLIECTBEHH?FO HOBOODOPA30BaHMA MATKMUX TKaHeW (0T 2cm 3500| Bes HAC 0
0,0 5cm) ¢ mecTHOM aHecTesunen
4.2.80.0.63 A16.30.033 McceueHne nobpoKayecTBEHHOrO HOBOOBPA30BaHMA MATKMX TKaHel (0T 5cm
o o 4000( bes HAC 0
0,0 7CM) C MEeCTHOM aHecTesunen
4.2.80.0.64 A16.30.033 McceueHne nobpoKayecTBEHHOrO HOBOOBPA30BaHNA MATKUX TKaHel (0T 7cm
. . 5000/ bes HAC 0
0,0 10cm) ¢ mecTHOM aHecTesneln
4.2.80.0.65 A16.30.033 n 6 6 7 Z 10
cceyeHue Ao pOKVaHECTBeHHOEO HOBOODGPA30BaHMI MArKMUX TKaHew (0T 10cm 6000 Bes HAC 0
0,0 15cMm) ¢ mecTHOM aHecTesneln
OTOpPUHONAPUHIONOTUA
KoHcynbTauunoHHble ycnyru
4.1.28.1.1 B01.028.001 Mpuem (0CcMOTp, KOHCYbTaLMA) Bpaya-0TOPUHONAPUHION0ra NEPBUYHDIN 2000 Bes HAC 0
4.1.28.2.1 B01.028.002 Mpuem (0CMOTp, KOHCYbTaLMA) Bpaya-0TOPUHONAPUHIONOra NOBTOPHbIN 1700| Bes HAC 0




LieHa, py6.| CraBKa Cymma
ERY Kopg HMY HaunmeHoBaHue ycnyrun 8 T.4. HAC HAC HAC
Bpaue6Hble MaHunynaumMmn
4.2.28.0.1 A11.08.020 AHEMU3aLMA eCTECTBEHHbIX COYCTUIN NPUAATOYHbIX Na3yX HOCa 500( be3 HAC 0
4.2.28.0.2 A11.08.020 AHemusauma cnmsmcTon 060104KKM NONOCTU HOCa 400( bes HAC 0
4.2.28.0.5 A11.08.023 BBeaeHWe TypyHZAbI C 1IeKapCTBEHHbIMM cpeacTBamu (Kyaa?) 350| be3z HAC 0
4.2.28.0.6 A16.25.042 BCKpbITME aTEPOMbI YLIHON PAaKOBUHbI 1500| bes HAC 0
4.2.28.0.10 A16.25.001 BcKpbITHe GypyHKyAa HAPYKHOTO CYXOBOro Npoxoaa 1500| bes HAC 0
4.2.28.0.13 A16.08.006.002 |3agHAA TamnoHaAa Hoca 2200| besz HAC 0
4.2.28.0.14 A11.25.002 3aKnagblBaHWe TYPyHAbI C 1€EKAPCTBOM B YXO 350| be3z HAC 0
4.2.28.0.16 A11.08.023 UHCTUANALMA/annAnKaumMa IeKapcTBEHHOTO BELLECTBa B NOJI0CTb HOCa 400| Bes HAC 0
4.2.28.0.21 A03.08.001 JlapuvHrockonua AnarHocTnyeckaa Henpamas 600| be3 HAC 0
4.2.28.0.22 A03.08.001 JlapuHrockonua AnarHocTnyeckana npamas 900| be3 HAC 0
4.2.28.0.25 A21.25.002 Maccak 6apabaHHbIX nepenoHoK (1 ctopoHa) 350| bes HAC 0
4.2.28.0.26 A11.08.006 MeanKaMEHTO3HOE NPUMKUIraHUe CU3UCTON 900| be3 HAC 0
4.2.28.0.27 A11.08.023 MeguKamMeHTO3HOE NpUMKUIraHue CM3UCTON Hoca 600| be3 HAC 0
4.2.28.0.29 A16.01.004 MepBUYHas xMpypruyeckan obpaboTka JIOP-opraHoB 800| be3 HAC 0
4.2.28.0.30 A15.01.002 MepeBsA3Ka MasibIX THOMHbIX paH JIOP-opraHoB 800| be3 HAC 0
4.2.28.0.31 A15.01.001 MepeBsAsKa Nocne NposeaeHna onepaunin Ha JIOP-opraHos 600| be3 HAC 0
4.2.28.0.32 A16.08.006.001 |[MepegHAa TamnoHaga Hoca 800| be3 HAC 0
4.2.28.0.34 A22.08.007 MpuKUraHue 3aHein CTEHKMN IN10TKK 900| be3 HAC 0
4.2.28.0.35 A16.25.012 MpogaysaHue cayxoBbix TPy6 no Moautuepy 450| be3z HAC 0
4.2.28.0.38 A11.08.021.001 |[MpombiBaHWE BEPXHEYENIOCTHLIX CUHYCOB METOAOM NepemeLLeHma 600| be3 HAC 0
4.2.28.0.39 A16.08.016 MpombiBaHWE NaKyH HEOHbIX MUHAANWNH 850| be3 HAC 0
4.2.28.0.40 A11.25.003 MpombiBaHMe CYyX0BOro npoxoaa (ogHa CTopoHa) 800| be3 HAC 0
4.2.28.0.41 A11.25.003.001 |[pombiBaHWE CYXOBOFO NPOX0OAa JIeKapCTBEHHbIMKU NpenapaTamm ¢ 600| Bes HC 0
BBEeAEHNEM TYPYHJ, C Ma3blo
4.2.28.0.42 A11.25.003 MpombiBaHuMe, caHaLma NocaeonepaLMoHHOM NOOCTU ONEPMPOBAHHOIO yXxa 600| Bes HAC 0
(oaHa npoueaypa)
4.2.28.0.44 A11.08.021 CaHauma NoaoCTU Hoca (Moc/ieonepaLMoHHbI Neproa) nos KOHTpoiem 2600| Bes HAC 0
3HAO0CKoNa (oaHa npoueaypa)
4.2.28.0.45 A11.08.023 CmasblBaHMe INOTKK 500( be3 HAC 0
4.2.28.0.46 A16.08.019 CMeHa TPaxeoCTOMUYECKON TPYOKM 1800| bes HAC 0
4.2.28.0.47 A16.30.069 CHATME NocneonepaumoHHbIX LBOB 500( be3 HAC 0
4.2.28.0.50 A11.08.021 Tyanet Hoca 300| bes HAC 0
4.2.28.0.51 A11.25.003 Tyanet yxa npy me3oTMMnaHuTe 700| be3 HAC 0
4.2.28.0.52 A11.25.003 Tyanet yxa npu HapyXHOM UAKN cpefHeM KaTapasibHOW OTUTe 650| bes HAC 0
4.2.28.0.54 A16.08.007 YpaneHvne MHOPOAHOIO TeNa U3 INOTKU UAU TOPTaHM 1600| bes HAC 0
4.2.28.0.55 A16.08.011 YpaneHvne MHOPOAHOrO TeNa U3 Hoca 1000| bes HAC 0
4.2.28.0.56 A16.25.008 YpaneHve MHOPOAHOrO Tena M3 yxa 1000| bes HAC 0
4.2.28.0.57 A16.08.035 YpaneHve nanuanom npeaasepus Hoca 1500| be3s HAC 0
4.2.28.0.58 A16.08.011 YaaneHve nepegHero/3afHero TamnoHa M3 Hoca 300| bes HAC 0
4.2.28.0.59 A16.08.009 YpaneHve noavMnoB HOCA, XOaHa/bHbIX NOINMOB 5000| bes HAC 0
4.2.28.0.60 A16.25.007 YaaneHue cepHoi NpobKM U3 Hapy*KHOTO C/IYXOBOro Npoxoaa (o4Ha CTopoHa) 500 Bes HAC 0
4.2.28.0.63 A17.30.034 Y3-neyeHne mmHaanuH (ToHaunop) 700( be3 HAC 0
4.2.28.0.64 A17.30.034 Y3-neyeHune papuHruta (ToHaunop) 700 be3 HAC 0
4.2.28.0.65 A11.25.002 XMMMYECKMA Koarynauma rpaHynsaumii CayxoBoro npoxoaa 550 be3 HAC 0
4.2.28.0.66 A22.30.033 XMMMYECKMA Koaryaauma KposoToyallero cocyga (Barotun) 600 be3 HAC 0
4.2.28.0.67 A11.08.019 SHA0NAPUHIMANbHOE BANBaHME 500 be3 HAC 0
4.2.28.0.68 A03.08.004.001 |dHAOCKONWYECKOE UccaeaoBaHUe HOca U ropaa 1100| be3s HAC 0
4.2.28.0.70 A16.08.016 BaKyym-npombiBaHMe aKyH U MUHAANNH 800| be3 HAC 0
4.2.28.0.71 A17.30.034 Y3-neyeHune HOCOBbIX PaKOBWUH (TOH3MNOP) 700 be3 HAC 0
4.2.28.0.72 A17.30.034 Y3-neyeHune HapyKHOro cnyxoBoro npoxosa (ToHsunop) 700( be3 HAC 0
MynbmoHonorua
KoHcynbTauunoHHble ycnyru
4.1.37.1.1 B01.037.001 Mpuem (0cMOTp, KOHCYNbTaLMSA) Bpaya-ny/IbMOHO/I0ra NEPBUYHbINI 2000| be3s HAC 0
4.1.37.2.1 B01.037.002 Mpuem (0cMOTp, KOHCYNbTaLMA) Bpaya-ny/ibMOHO/I0ra NOBTOPHbIN 1700| bes HAC 0
Paauonorus
KoHcynbTauunoHHble ycnyru
4.1.38.1.1 B01.038.001 OcmoTp (KOHCYNbTauMA) Bpayom-pasmMoaorom nepBuYHbIn 1400| bes HAC 0
4.1.38.2.1 B01.038.002 OcmoTp (KOHCYNbTaumA) BpayoM-pasmMoaorom NoBTOPHbIN 1000| bes HAC 0
Tepanusa
KoHcynbTauunoHHble ycnyru
4.1.47.1.1 B01.047.001 Mpuem (0cMOTp, KOHCYNbTaLMSA) Bpaya-TepanesTa NepBuYHbI 2000| be3s HAC 0
4.1.47.2.1 B01.047.002 Mpuem (0CcMOTP, KOHCYNbTaLMSA) Bpaya-TepanesTa NOBTOPHbIN 1700| bes HAC 0
Yponorusa
KoHcynbTauunoHHble ycnyru
4.1.53.1.1 B01.053.001 Mpuem (0CMOTp, KOHCYbTaLMA) Bpaya-yposiora NnepBrUYHbIN 2000| be3z HAC 0
4.1.53.2.1 B01.053.002 Mpuem (0CMOTp, KOHCYbTaLMA) Bpaya-yposiora NoBTOPHbIN 1700| bes HAC 0

BpauebHble maHUnynALUn




LieHa, py6.| CraBKa Cymma
EKY Kog HMY H
oA aumeHOBaHMe ycnyru 5 1.4, HAC HAC HAC
4.2.53.0.1 A11.24.001 bnokaaa ceMeHHOro KaHaTMKa 2000| besz HAC 0
4.2.53.0.2 A16.28.058 BnpasneHune napadmmosa 2 000| bes HAC 0
4.2.53.0.3 A16.01.012 BcKpbITME abcuecca MOLIOHKM 4 500| be3z HAC 0
4.2.53.0.4 A11.28.008 NHCTMANALUMA MOYEBOrO Ny3bipa 750| be3 HAC 0
4.2.53.0.5 A16.21.037 McceyeHne KUCTbl MYXKCKMX NOI0BbIX OPraHoOB, MPOCToe 7 000| be3 HAC 0
4.2.53.0.6 A16.21.037 McceveHre HOBOOO6Pa3oBaHMA MOLLIOHKMN 4000 be3z HAOC 0
4.2.53.0.7 A16.01.017 n Z
asepHoe yaneHne MHOXEeCTBEHHbIX BbICbIMAHMI MYXCKUX NONOBbIX 1400 Bes HAC 0
OopraHoB
4.2.53.0.8 A22.21.007 JNazepotepanua (1 ceaHc) 700| Be3s HAC 0
4.2.53.0.9 A21.21.001 Maccak npeacraTesibHOM enesbl (1 ceaHc) 550( be3 HAC 0
4.2.53.0.11 A16.21.037 (0] 6 7z 6
nepauua no nosoay HoBoo6pa3oBaHMI MOLIOHKM (aTepoma,KkucTa), 6e3 4000| Bes HAC 0
CTOMMOCTM aHecTe3nmn
4.2.53.0.12 A16.21.043 (0] 6 6
nepauua no nosoay obpasosaHus (aTepomMbl) NONOBOrO YieHa, bes 11000| Bes HAC 0
CTOMMOCTM aHecTe3nun
4.2.53.0.15 A11.28.007 MocTaHOBKa ypeTpanbHOro Katetepa 1000| bes HAC 0
4.2.53.0.16 A16.01.001 Y, ViHel 6
[aneHne MHOPOAHbBIX Te KpaiHeln NaoTu, 6e3 cToMMocTH aHecTesnmn 8000| Bes HAC 0
4.2.53.0.17 A16.21.037.001 |YpaneHue KUCTbl NpUAATKA ANYKA 11 000 Bes HAC 0
4.2.53.0.18 A16.28.086.001 |YpaneHwe KOHAUAOM ypeTpbl 6 000| be3 HAC 0
4.2.53.0.19 A12.28.006 YpodnyomeTtpua 1000| bes HAC 0
4.2.53.0.20 A03.28.001 Linctockonua anarHoctnyeckaa 1 Kateropmm C0XKHOCTH 2 000| bes HAC 0
4.2.53.0.21 A03.28.001 Linctockonua anarHocTnyeckan 2 KaTeropmm C0XKHOCTH 3500/ bes HAC 0
Xupyprusa
KoHcynbTauunoHHble ycnyrm
4.1.57.1.2 B01.057.001 n - Z
pvem (0CMOTP, KOHCYNbTaLWA) BpayYa-xMpypra nepBuYHbIN (BbicLuan 2200| Bes HAC 0
KaTeropus, K.m.H.)
4.1.57.2.2 B01.057.002 n - 7
pvem (0CMOTp, KOHCYNbTaLMA) BpadYa-xmMpypra NnoBTOPHbIN (Bbiclas 1800| Bes HAC 0
KaTeropms, K.M.H.)
BpauebHble maHunynsauun
4.2.57.0.1 A16.01.002 B
CKPbITME U APEHNPOBAHWE NPU NOAKOXKHOM UAU NOLHOITEBOM NaHApULUUK 2500| Bes HAC 0
4.2.57.0.3 A16.19.024 BCKpbITME HAarHOMBLLENCA 3NUTENMANBbHOM KONMYUMKOBOW KUCTbI 3000/ bes HAC 0
4.2.77.0.1 A15.01.001 HanosxeHne 60nblION acCENTUYECKOWN NOBA3KMN 600 be3 HAC 0
4.2.77.0.2 A15.01.001 HanoeHne manoi acenTmyeckom NoBs3KM 400| be3z HAC 0
4.2.77.0.3 A15.01.001 HanoxeHne dpuKcmpytoLLein noBasku 500( be3 HAC 0
4.2.77.0.4 A15.01.001 MepeBsasKa 60/1bWOK rTHOWHOM PaHbl 700( be3 HAC 0
4.2.77.0.5 A15.01.001 MepeBsA3Ka Manol rTHOMHOM paHbI 500| be3 HAC 0
4.2.77.0.6 A15.01.001 MepeBa3Ka NOCAe C0XKHOIO XMPYPrMyeckoro BMeLlaTenbCTea 650| be3 HAC 0
4.2.77.0.7 A15.01.001 MepeBa3Kka nocneonepauMoHHasa YncTas 600| be3 HAC 0
4.2.78.0.1 A16.01.004 30HAMpPOBaHMeE paHbl 400| be3z HAC 0
4.2.78.0.2 A16.01.004 0O6paboTka NOBEPXHOCTHbIX MOBPEXKAEHUI KOXKMN 500| be3 HAC 0
4.2.78.0.3 A16.01.004 MepBuYHas xMpypruyeckas ob6paboTKa CKaNbNUPOBAHHOMN PaHbI 2400| be3z HAC 0
4.2.78.0.4 A16.01.009 YwwneaHue paHbl (6onee 10 cm) 3500/ be3 HAC 0
4.2.78.0.5 A16.01.010 YwmneaHue paHbl (40 5 cm) 2400| be3 HAC 0
4.2.78.0.6 A16.01.011 YwwneaHue paubl (o1 5 g0 10 cm) 2800| be3 HAC 0
4.2.79.1.1 A16.01.001 YpaneHue MHOPOAHOro Tena 6e3 pacceyeHms MArkUX TKaHen 1200| bes HAC 0
4.2.79.1.2 A16.01.001 YaaneHve MHOPOAHOIO TeNa C pacCeYeHNem MATKUX TKaHel 2000| bes HAC 0
4.2.79.2.1 A16.01.027.001 |KpaeBas pe3eKLua BPOCLIEro HOITA 2500| bes HAC 0
4.2.79.2.2 A16.01.027 YpaaneHue HOrreBom NAACTUHKM 1500| bes HAC 0
4.2.80.0.6 A16.01.017.001 |V, 6 0,5 cm.
naneHve (nasepHoe/pagnosonHosoe) 6opoaasok avametpom go 0,5 cm 1500| Bes HAC 0
4.2.80.0.7 A16.01.017.001 |V, 6 0,5
c’\,IJ,Aa;1eHV|e (nasepHoe/pagmnoBonHoBoe) 6bopoaaBok Anametpom cabiwwe 0, 2000 Bes HAC 0
4.2.80.0.8 A16.01.017.001 |V, 6 1,0
c’\,IJ,Aa;1eHV|e (nasepHoe/paguroBonHoBOE) 6HOPOAABOK AMameTpom cBbile 1, 2300| Bes HAC 0
4.2.80.0.9 A16.01.017.001 |V, 6 7
fanexHue (naavepHoe/pa,u,wosonHosoe) 0pPO/1IaBOK OKOJIOHOITEBOW, 1500| Bes HAC 0
mexnasnbLesoi guametpom 0,5 cm.
4.2.80.0.10 A16.01.017.001 |Ypanexue (nasepHoe/paanoBOIHOBOE) HEBYCOB pa3mepom 4o lcm 1500| bes HAC 0
4.2.80.0.11 A16.01.017.001 |YpaneHue (nasepHoe/paAnoBONHOBOE) KOHAMAOM, 1 WT. 1000| bes HAC 0
4.2.80.0.12 A16.01.020 \ 1
naneHve (nasepHoe/pagnoBOHOBOE) KOHTarMoO3HOro MOJIOCKA , 1 T 500 Bes HAC 0
4.2.80.0.13 A16.01.037 Ypnanexve (nasepHoe/paanoBosHOBOE) KcaHTenasmbl 0,5 KB. CM. 1700| be3s HAC 0
4.2.80.0.14 A16.01.037 Ypnanexve (nasepHoe/paanoBOHOBOE) KCaHTea3Mbl 1 KB. CM. 2500| bes HAC 0
4.2.80.0.15 A16.01.017.001 |V, " (6
nanexHve (nasepHoe/paanoBOIHOBOE) MHOXECTBEHHbIX BbICbiNaHuit (6onee 500 Bes HAC 0
10 anemeHTOB), 33 1 anemeHT
4.2.80.0.16 A16.01.017.001 |V, 7 5
nanexHve (nasepHoe/paanoBOSIHOBOE) MHOXECTBEHHbIX BbICbINaHWit (40 700| Bes HAC 0
3nemeHToB), 33 1 anemeHT
4.2.80.0.17 A16.01.017.001 |YaoaneHue (nasepHoe/paanoBOSIHOBOE) MHOXECTBEHHbIX BbICbINaHWit (0T 5 Ao 600| Bes HAC 0

10 anemeHTOB), 33 1 aneMeHT




LieHa, py6.| CraBKa Cymma
EKY Kog HMY H
oa aumeHoBaHMe ycayru 5 1.4, HAC HAC HAC
4.2.80.0.18 A16.01.017.001 |V, 6 1
fnaneHue (nasepHoe/paMoBONHOBOE) HEBYCOB pa3mepom 6onee 1cm 2200| Bes HAC 0
4.2.80.0.19 A16.01.017.001 |Yganexue (nasepHoe/paanoBonHoBoe) nanuanom, 1wt 1500| bes HAC 0
4.2.80.0.20 A16.01.017.001 |YganeHue (nasepHoe/paAnMoBOAHOBOE) NanuANOMbl BeKa , 1 wt 1700| bes HAC 0
4.2.80.0.21 A16.01.017.001 |V, 6opeiiHoi 0,5 KB. CM.
naneHue (nasepHoe/pasmoBonHoBoe) cebopeiiHoit kepatombl 0,5 KB. CM 700| Bes HAC 0
4.2.80.0.22 A16.01.017.001 |V, 6opeiiHoi 1,0 kB. cm.
naneHue (nasepHoe/pasmoBonHoBoe) cebopeiiHoit kepatombl 1,0 KB. CM 1200 Bes HAC 0
4.2.80.0.23 A16.01.017.001 |V, 1 k8. cm.
faneHue (nasepHoe/paMoBONHOBOE)KOHANIOM MHOMECTBEHHbIX, 1 KB. CM 2500| Bes HAC 0
4.2.80.0.24 A16.01.016 YpaaneHue atepombl, SNUAEPManbHON U AEPMOULHON KUCTbI 3000/ bes HAC 0
4.2.80.0.31 A16.01.017.001 [3nekTpoxupypruyeckoe yganenue 6asanmomsl 8o 0,5 cm 1500| bes HAC 0
4.2.80.0.32 A16.01.017.001 [3nekTpoxupypruyeckoe yganernue 6asanvomsl ot 0,5 80 1,0 cm 2 000| bes HAC 0
4.2.80.0.33 A16.01.017.001 [3neKkTpoxupypruyeckoe yaaneHve 6oposaskm 6onee 0,5 cm 1600| bes HAC 0
4.2.80.0.34 A16.01.017.001 [3nekTpoxupypruyeckoe yganeHue 6oponasku b6onee 1 cm 1900| bes HAC 0
4.2.80.0.35 A16.01.017.001 [3neKkTpoxupypruyeckoe yganernve 6opogasku 4o 0.5 cm 1200| bes HAC 0
4.2.80.0.36 A16.01.017.001 |3 6 "
neK'rpoxwpyp[quCKoe yAaneHve 60poaaBKU OKONIOHOITEBOW, 1000| Bes HAC 0
mexnasnbLeson 1o 0.5 cm
4.2.80.0.37 A16.01.014 SneKTpoxmupypruyeckoe yaaneHne remaHrmom 0.5-1.0 cm 1500| bes HAC 0
4.2.80.0.38 A16.01.014 DNeKTpoXmMpyprudeckoe yaaneHne remaHrmom go 0.5 cm 2 000| bes HAC 0
4.2.80.0.39 A16.01.017.001 |3 6 6 7
NEeKTPOXUPYPrUYecKoe yaaneHne 4ob6poKayecTBeHHbIXx 06pa3oBaHui 1200| Bes HAC 0
(HeBycoB, gepmatodmbpom) 1 wr.
4.2.80.0.40 A16.01.037 DIeKTPOXMPYPruYecKoe yaaneHne KcaHTenasmbl BeKa - 1 wrt 1500| bes HAC 0
4.2.80.0.41 A16.01.017.001 |3 Z 5
NEKTPOXMPYPrUYECKOEe YAaNeHUE MHOMKECTBEHHbIX BbICbINAaHWUM ( 40 700| Bes HAC 0
371eMeHTOB), 3a 1 anemeHT
4.2.80.0.42 A16.01.017.001 |3 v (6 10
NEKTPOXMPYPrUYECKOE YAaNeHUE MHOKECTBEHHbIX BbiCbiNaHuii (bonee 500 Bes HAC 0
371eMeHTOB), 3a 1 anemeHT
4.2.80.0.43 A16.01.017.001 |3 Z 5 p0 10
NEKTPOXUPYPrUYEcKoe yaaneHne MHOXKECTBEHHbIX BbiCbiNaHui (0T 5 go 600| Bes HAC 0
371eMeHTOB), 3a 1 anemeHT
4.2.80.0.44 A16.01.017.001 [3neKTpoxmpypruyeckoe yaaneHne HeBycoB pasmepom bonee 1 cm 2000| bes HAC 0
4.2.80.0.45 A16.01.017.001 [3neKkTpoxupypruyeckoe yganexHve nanunnom 6onee 0,3 cm, 1 wr. 1000| bes HAC 0
4.2.80.0.46 A16.01.017.001 |dneKTpoOXmMpypruyeckoe yaaneHne nanuanom seka 1 wr. 1500| be3s HAC 0
4.2.80.0.47 A16.01.017.001 |dneKTpoxmpypruyeckoe yaaneHue nanunnombl go 0,3 cm, 1 wr. 500( be3 HAC 0
4.2.80.0.48 A16.01.017.001 |3 6 1 1
NEKTPOXMPYPrUYecKoe yaaneHue nogowseHHo 6opoaasku ( 4o 1. cm), 3a 1500| Bes HAC 0
31eMeHT
4.2.80.0.58 A16.01.017 n 6 6 2
cceqetme o por(auqecheHHoro HOBOO6Pa30BaHMA KOXKKN (80 2cm) ¢ 2500| Bes HAC 0
MeCTHOI aHecTe3newn
4.2.80.0.59 A16.01.017 n 6 6 2 5
cceqetme o por(auqecheHHoro HOBOO6Pa30BaHMA KOXM (0T 2cm A0 S5cm) ¢ 3000| Bes HAC 0
MeCTHOI aHecTe3newn
4.2.80.0.60 A16.01.017 n 6 6 6 5
cceyeHue 40BPOKaYECTBEHHOTO HOBOOBPa3oBaHUA KoXK (6onee S5cm) 4000| Bes HAC 0
4.2.80.0.61 A16.30.033 n 6 6 7 2
ccequMve o pOKaH?CTBEHHOFO HOBOODOPA30BaHMA MATKMUX TKaHe (8o 2cm) 3000| Bes HAC 0
C MeCTHOM aHecTe3nei
4.2.80.0.62 A16.30.033 McceueHne AobpoOKaYeCcTBEHHOrO HOBOOBOPA30BaHMNA MATKUX TKaHel (0T 2cm
. . 3500/ bes HAC 0
0,0 5cm) ¢ mecTHOM aHecTesunen
4.2.80.0.63 A16.30.033 McceueHne AobpoKaYeCcTBEHHOrO HOBOOBOPA30BaHMNA MATKMX TKaHel (0T 5cm
o o 4000 bes HAC 0
0,0 7CM) C MeCTHOW aHecTe3sunen
4.2.80.0.64 A16.30.033 McceueHne AobpoOKaYeCTBEHHOrO HOBOOBPA30BaHNA MATKUX TKaHel (0T 7cm
. N 5000| bes HAC 0
00 10cm) ¢ mecTHOM aHecTesneln
4.2.80.0.65 A16.30.033 n 6 6 7 Z 10
cceyeHune Ao pOKva"IECTBEHHOZO HOBOObOPA30BaHMI MArKMUX TKaHew (0T 10cm 6000 Bes HAC 0
0,0 15cM) ¢ mecTHOM aHecTesneln
3HAO0KPUHONOTUA
KoHcynbTauuoHHble ycnyru
4.1.58.1.1 B01.058.001 Mpuem (0cMOTp, KOHCYNbTaLMSA) Bpaya-3HAOKPUHOOrA NepPBUYHbIN 2000| be3s HAC 0
4.1.58.2.1 B01.058.002 Mpuem (0cMOTp, KOHCYNbTaLMSA) Bpaya-3HAOKPUHONOrA NOBTOPHBIN 1700| bes HAC 0
BpauebHble maHunynauun
4.2.76.0.2 A09.28.015.001 |SKcnpecc-TeCcT MOYM Ha aLEeTOH 600| be3 HAC 0
4.2.76.0.3 A09.05.023 DKCNpecc-TecT Ha KO3y 1300| bes HAC 0
JHAaocKonuA
KoHcynbTauunoHHble ycnyru
4.1.59.1.1 B01.059.001 Mpuem (ocmoTp, KOHCYNbTaLLMSA) Bpaya-3HA0CKOMNUCTA NePBUYHbIN 2000| be3z HAC 0
4.1.59.2.1 B01.059.002 Mpuem (0cMOTp, KOHCYNbTaLLMSA) Bpaya-3HAOCKONUCTA NMOBTOPHbIN 1700| bes HAC 0
BpauebHble maHunynauun
4.2.76.0.1 |A26.16.004.001 |3Kcr|pecc [OMarHoCcTuKa XxennkobakTepHol nHdeKLmmn 600| bes HAC | 0
Mpoune KOHCYNbTaLMOHHbIE YCAYrv
4.1.70.3.1 | |O¢op:vmeHV|e HanpaB/ieHUA Ha uccneaoBaHme 300| Bbes HAC | 0
NHbeKkumn/mHoysum
4.2.74.1.1 A11.01.002 MHbeKUMA NOAKOXKHAA (6e3 CTOMMOCTM IeKapCTBEHHOTO nNpenapaTa) 130| bes HAC 0
4.2.74.2.1 A11.02.002 MHbeKUMA BHYTPMMbILEYHanA (6e3 CTOMMOCTM IeKapCTBEHHOro npenapara) 130| Bes HAC 0




LieHa, py6.| CraBKa Cymma
EKY Koa HMY HaumeHosaHue ycnyru
i L sy HAC| HAC HAC
4.2.74.3.4 A11.12.003 7 6
HbEKLMA BHYTPUBEHHAA (€3 CTOMMOCTM NeKapCTBEHHOTO NpenapaTa) 230| Bes HAC 0
MyHKUMOHHasA 6uoncus
4.2.82.2.1 A11.06.003 n 6
YHKUMA nimmdaTrueckoro y3na (6e3 cToumocTv nccnepoBaHus 1800| Bes HAC 0
6uomartepuana)
4.2.82.2.2 A11.20.010 n " 6 6
YHKLMA MONIOYHOM Kenesbl (6e3 cToumocTn uccnefosaHusa 6uomatepumana) 2500| Bes HAC 0
4.2.82.2.3 A11.22.002 n Z 6
YHKUMSA WUTOBUAHOM Xenesbl (6e3 cToMMOCTH UccneaoBaHus 2500| Bes HAC 0
6uomartepuana)
4.2.82.2.4 A11.30.024 n v (6 6
YHKUMA MATKUX TKaHel (6e3 cToumocTu uccnefosaHua buomatepuana) 1800| Bes HAC 0
4.2.82.2.5 A11.08.004 n " Z 6
YHKUMA raiMopoBoM Nasyxu (ofHa CTOpoHa, 6e3 CTOMMOCTH UccaeoBaHun 1500| Bes HAC 0
6uomarepuana)
4.2.82.2.7 A11.30.024 MyHKLMA MATKMX TKaHEeW (C LMTONOTMYECKUM UCCae0BaHNEM) 2500| bes HAC 0
4.2.82.2.8 A11.30.024 n Z
YHKUMA MATKUX TKAHEW NOJ, BU3YasibHbIM KOHTPOEM (C TMCTONOMMYECKUM 4000| Bes HAC 0
nccnefoBaHem)
4.2.82.2.9 A11.07.013 MyHKLMA CAOHHOM »Kenesbl (C UMTONOrMYEeCKUM NCCeA0BaHMeM) 3000/ bes HAC 0
4.2.82.2.10 A11.07.015 MyHKLMA A3bIKa (C LUTONOTMYECKMM UCCAe0BaHNEM) 3000/ bes HAC 0
4.2.82.2.11 A11.25.004 T 6
MMMNAHONYHKUWA B TOM YUC/E C BBEAEHMEM IEKaPCTBEHHOrO npenapaTa (6e3 2000 Bes HAC 0
CTOMMOCTM UCCNeA0BaHUA BriomaTepuana)
4.2.82.3.1 A11.06.001.001 (N Y31 (6
YHKLMA NMMbaTUUECKOTO y3/1a NoA KOHTpoiem (6e3 ctoumocTtu 2300| Bes HAC 0
nccnefosaHus buomartepuana)
4.2.82.3.2 A11.20.010.003 (N " Y31 (6
YHKLMA MONOYHOM XKenesbl NoA KOHTposemM (6e3 ctoumoctn 3000| Bes HAC 0
nccnefosaHus buomartepuana)
4.2.82.3.4 A11.30.024.001 (N Z Y3U (6
YHKLMA MATKUX TKAHeW nog KoHTposiem (6e3 cToMmocTu uccneosaHus 2000 Bes HAC 0
6uomartepuana)
4.2.82.3.5 A11.30.024.001 (N Z y3u
YHKLMA MATKUX TKaHel nof KoHTposiem (c ructonornyeckum 6000 Bes HAC 0
nccaefoBaHneEMm)
4.2.82.3.6 A11.30.024.001 (N Z y3u
YHKLMA MATKUX TKaHeW nof KoHTposiem (c umTonornmyecknum 4500 Bes HAC 0
nccaefoBaHneEMm)
4.2.82.3.7 A11.22.002.001 (N Z " y3u
YHKLMA WUTOBUAHOW, NAapaLLMTOBUAHON Kenesbl Mo KOHTPoAEM (c 4500 Bes HAC 0
LMTONOIMYECKUM UCCAe0BaHNEM)
Buoncua
4.2.83.1.2 A11.19.003 Buoncua aHyca n nepraHanbHol 061acTh (C TMCTONOTMYECKUM
4500 be3z HAC 0
nccaefoBaHneEMm)
4.2.83.1.3 A11.07.004 b
MOMCUA TNOTKW, AeCEH, A3bIYKA (C TMCTONOMMYECKMM UCCAe0BaHNEM) 5000 Bes HAC 0
4.2.83.1.4 A11.01.001 Broncms KoXu (C rmMcToNorMYeckum nccnesoBaHmem) 5500/ bes HAC 0
4.2.83.1.5 A11.07.003 b
MOMNCUA MUHAANWH, 3eBa, afeHOUAOB (C TMCTONOTMYECKUM UCCef0BaHWEM) 5000 Bes HAC 0
4.2.83.1.7 A11.30.013 Buoncua onyxonei, onyxonenofobHbix 06pa3oBaHNn MATKUX TKAHEN Nog,
BM3Ya/ibHbIM KOHTPOEM (C TMCTO/IOMMYECKUM UCCNEeL0BaHNEM) 5000| bes HAC 0
4.2.83.1.14 A11.07.001 b "
MOMCUA CAU3UCTON NONOCTU PTa (C FTMCTONOINMUYECKUM UCCaef0BaHNEM) 5000 Bes HAC 0
4.2.83.1.15 A11.07.016 b "
MOMCUA CAU3UCTON POTOFNOTKM (C TMCTONOrMYECKUM UCCNeL0BaHMEM) 5000 Bes HAC 0
4.2.83.1.16 A11.07.020 Buoncua cNtoHHOM Xenesbl (C TMCTONOrMYECcKUM UCCNe0BaHNEM) 5000| be3 HAC 0
4.2.83.1.17 A11.07.007 Buoncua TKaHen ry6bl (C rMCTONOTMYECKUMM UCCNef0BaHMEM) 5000| be3 HAC 0
4.2.83.1.18 A11.01.005 Buoncusa ysenkos, TOPyCcoB (C rMCTONOrMYECKMM UCCNef0BaHNEM) 5000| be3 HAC 0
4.2.83.1.21 A11.20.011.001 |b 7
MOMNCUA LWEMKN MaTKU PagMOBOIHOBAA (C FTMCTONOMMUYECKUM UCCaef0BaHNEM) 7000| Bes HAC 0
4.2.83.1.22 A11.07.002 Buoncusa a3blKa (C rMCTONOrMYECKMM UCCNea0BaHMEM) 5000| be3 HAC 0
4.2.83.1.23 A11.20.003 MNai -6 6
aiinenb-6uoncua saHaomeTpuA (6€3 CTOMMOCTU UCCNe0BaHUA 1900| Bes HAC 0
6uomartepuana)
4.2.83.1.24 A11.20.011 n 6 7 6
puuenbHan buoncus Wenkn MaTky (6e3 CTOMMOCTM UcCnefoBaHuUA 2000 Bes HAC 0
6uomartepuana)
4.2.83.1.25 A11.20.008.002 [MpuuenbHaa 6uoncua WeNKn MaTKM U BbicKabanBaHMe LepBUKaNbHOTO
KaHana (be3 cToumocTn uccnenoBaHus buomaTtepunana) 4000 be3HAC 0
4.2.83.1.26 A11.20.010 TOHKOMUroNbHanA acnupaLMoHHas BMONCUA MONOYHOWM Kenesbl (¢
3500/ bes HAC 0
LMTONIOTMYECKMM UCcCae0BaHeM)
4.2.83.1.27 A11.30.013 ToHKoUronbHasn acnupaLmoHHasa buoncus (c onornyec
HKOMTO/IbHas acnupaLMoHHan buoncusa (C LMToNorMYecknm 3500| Bes HAC 0
uccnenoBaHuem)
4.2.83.1.28 A11.20.010 TOHKOMUroNbHaA NyHKUMOHHan bruoncua 06pa3oBaHMIA MOOYHOM Kenesbl (¢
3500/ bes HAC 0
LMTONOTMYECKMM UCCaef0BaHNeM maTepuana)
4.2.83.1.29 A11.30.014 TpenaHbuoncusa onyxonein HapyXHbIX N0Kann3aumnin, iIMMbaTUYECKUX Y3108
nopa, BU3yasbHbIM KOHTPOJIEM (C FTMCTONOMMYECKUM UCCNEL0BaHNEM) 6 500| be3s HAC 0




LieHa, py6.| CraBKa Cymma
EKY Koa HMY HaumeHosaHue ycnyru
i L sy HAC| HAC HAC
4.2.83.1.30 A11.20.010 T 6 7 "
penaHobuoncua onyxonei MoOYHOM Kenesbl Nog BU3yaslbHbIM KOHTPOIEM 7000| Bes HAC 0
(c rucTonormyeckum nccnefoBaHnem bronTata)
4.2.83.2.1 A11.20.010 T 6 6 Z Y3U (6
penaHobuoncna o6pasoBaHNA MONOYHOW XKese3bl Mo KOHTPoiemM (6e3 4200| BesHAC 0
CTOMMOCTM UCCNeA0BaHUA BriomaTepuana)
4.2.83.1.31 A11.20.011.003 [H 6 " 6
o)KeBas bruoncua Wekn MaTku (6e3 cTOMMOCTU UccnefoBaHWA 3500| Bes HAC 0
6uomartepuana)
4.2.83.1.32 A11.28.002 b 1 6
Moncua MoYeBoro nysbipsa 1 Kateropms (6€3 CTOMMOCTU UCCNef0BaHNA 3000| Bes HAC 0
6uomartepuana)
4.2.83.1.33 A11.28.002 b 2 6
MOMNCUA MOYEBOrO Ny3blpsA 2 KaTeropms (6€3 CTOMMOCTU UCCNef0BaHNUA a500| BesHAC 0
6uomartepuana)
4.2.83.2.3 A11.30.013 b Z 6 6 Z 7
Moncua onyxonem, onyxonenonobHbix 06pa3oBaHNn MAFKUX TKaHel nog, 6000 Bes HAC 0
KOHTponem Y3U (c ructonornyeckum uccnefoBaHvem)
4.2.83.2.7 A11.30.013 T 6 y3-
OHKOWMroNbHas acnupauuoHHas buoncus nog Y3-koHTponem (c 4000| Bes HAC 0
LMTONIOTMYECKUM UCCNef0BaHMEM)
4.2.83.2.8 A11.20.010.004 |T 6 y3- 7
OHKOMIo/IbHasA acnMpaLMoHHan buoncua nog Y3-KoHTpoaem MOSIOYHOM 4000| Bes HAC 0
enesbl (C LMTONOrMYECKUM UCCeA0BaHNEM)
4.2.83.2.9 A11.22.001.001 [ToHKOMro/bHaA acnMpauMoHHaa buoncua nog Y3-KOHTPOAEM LLUTOBUAHON,
napaLwmTOBUAHOM Xesesbl (C LMTONOrMYECKUM UCCAef0BaHMEM) 4000 be3z HAOC 0
4.2.83.2.10 A11.06.002.001 [TpenaH6uoncua onyxosei HaPyKHbIX TOKaNM3aLMi, NMMPaATUYECKUX Y3108
noz KoHTposem Y3M (c rMcToNornyeckmm nuccaegoBaHnem) 6 000| bes HAC 0
4.2.83.2.11 A11.20.010.003 |T 6 7 " y3u
penaHobuoncua onyxone MoSOYHOM Kenesbl Nog, KOHTposiem (c 7000| Bes HAC 0
TMCTONOTMYECKUM MCCae0BaHNeM buonTaTa)
4.2.83.2.12 A11.30.023.001 |4 6 6 326
peckoxHaa buoncma obpasoBaHUii 3a6PIOWIMHHOIO NPOCTPAHCTBA NOA, 10000 Bes HAC 0
KOHTponem Y3U (c ructonornyeckum ucciefoBaHvem)
4.2.83.3.1 A11.20.010.001 [Buoncma HOBOOHPA3OBaAHUI MONOKHOW Kenesbl NpULLEeNbHaAA NYHKLUMOHHAA
noA, KOHTPONEM PeHTreHorpadpuyYeckoro nccaenoBaHmA (C rMCTONOMMYECKUM 7 000| bes HAC 0
nccnefoBaHneEMm)
4.2.83.1.36 A11.20.003 MNai -6
ainenb-6uoncua aHAOMETPUSA (C TMCTONOTMYECKUM UCCNES0BaHMEM) 5500 Bes HAC 0
4.2.83.1.37 A11.20.003 MpuuenbHaa GUonNcuA WeNKU MaTKK (C TMCTONIOrMYECKUM UCCNef0BaHNEM)
5500/ bes HAC 0
4.2.83.1.38 A11.20.040 Buoncuns ByAbBbI (C TMCTONOMMYECKMM UCCIef0BaAHUEM) 7 000| bes HAC 0
4.2.83.1.39 A11.20.004 b "
MOMNCUA CAU3NCTOMN BNaranuwa (c rmcToNorMyeckum nccnefoBaHuem) 7000| Bes HAC 0
4.2.83.1.40 A11.20.010 PacwwnpeHHas 6Buoncns MoNoYHOM Kenesbl (C TMCTONOrMYECKUM
24 000| bes HAC 0
nccaefoBaHneEMm)
4.2.83.1.41 A11.06.002 IKCUM3MOHHasA buoncua numooysna ¢ MecTHoW aHecTesuel (c
4 oy ( 12 500| Bes HAC 0
TMCTONIOrMYECKUM UCCNe0BaHMEM)
MonyyeHne maskos/cocko6os
4.2.84.1.1 A11.20.002 MonyyeHune LLepBUKANIbHOIO Ma3Ka 400| bes HAC 0
4.2.84.1.2 A11.21.004 B " 6
3ATUE CeKpeTa NpeacTaTe/IbHON XKene3bl (6e3 cToMMOCTH UccnefoBaHNA a00| Bes HAC 0
6uomartepuana)
4.2.84.1.3 A11.08.010.001 (3a6 6
abop masKa 13 Hoca 1 3eBa Ha andTeputo (6e3 CTOMMOCTM UcCnefoBaHUA a00| Bes HAC 0
6uomartepuana)
4.2.84.1.4 A11.08.010 3ab 6 JIoP 6
abop maTtepuana Ha bakTepmonornyeckmne uccnenoBaHus ( opraHbl, 6e3 350| Bes HAC 0
CTOMMOCTM UCCnenoBaHma buomartepumana)
4.2.84.2.1 A11.01.019 MonyyeHne cockoba ¢ 3pO3MBHO-A3BEHHbIX 3/IEMEHTOB KOMM U CIN3UCTBIX
400| bes HAC 0
0bos104eK
4.2.84.2.2 A11.01.009 COCKOH KOXM (C UMTONOrMYECKUM UCCef0BaHNEM) 2000| be3 HAC 0
4.2.84.3.1 A11.01.016 MonyyeHne masKa-oTneyaTKa C MOBEPXHOCTM KOXKM (6€3 cToMmocTu
400| bes HAC 0
uccnepoBaHma buomartepuana)
4.2.84.3.2 A11.20.023 Ma30K-0Tne4YaToK OTAENAEMOro U3 COCKa MOIOYHOM Xenesbl (C
K-OTMeyaToK OTAe/NfAeMOro 1 Ka MOJIOYHOM enesbl ( 2000 Bes HAC 0
LMTONOTMYECKMM UCCae0BaHNeM maTepurana)
4.2.84.33 A11.01.016 MonyyeHne Mas3KoB-0TNEYaATKOB B C NOBEPXHOC o c onornyec
lyYeHue MasK TreyaTk NMOBEPXHOCTU KOXM (C LUTONOTMYECKUM 2000 Bes HAC 0
uccnepoBaHuem)
4.2.84.3.4 A11.07.026 MonyyeHne Ma3KoB-OTNEYATKOB B C MOBEPXHOCTU CAN3UCTOM 060N0UYKM pTa U
2000| bes HAC 0
HOCOINOTKM (C LUTONOTMYECKMM UCCef0BaHMEM)
4.2.84.1.5 A11.28.006 MonyyeHne masKa 13 yporeHUTaNbHOro TPAKTa Y eHLWMH (6e3 cToumocTm
Y vp PaKTa y eHuH ( 400| Bes HAC 0
nccnepoBaHma buomartepuana)
4.2.84.1.6 A11.28.006 MonyyeHne masKa U3 yporeHMTanbHOro TPaKTa y MyX4uH (6e3 ctoumocTum
Y vp P v My ( 450| be3s HAC 0

uccnepoBaHma buomartepuana)
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UeHa, py6.| Craexa Cymma

EKY Kop HMY HaumeHoBaHue ycayru

f Y s, HAC|  HAC HAC

KOHCYNbTALMKU

412737 |B01.027.001 Mpuem (0cMOTP, KOHCYNLTAUMA) Bpa4a-OHKONOrA NEPSUUHBINA B OTAENEHUM 2.000| Bes HaC 0

XMMUOTEpaNnUK
oc - i

412738 |B01.027.002 Mpuem (0CMOTP, KOHCYNLTALMA) Bpaua-OHKONOTa NOBTOPHLI B OTACAEHIH 1700| Bes HAC 0
XUMUOTEPanMK

4.1.27.3.17 |B01.027.001 KoHCynbTauns (NepsuyHan) 3aBeAyioLero oTAeNeHHeM XUMUOTepaNUM 3000| BeaHAC Q

4.1.27.3.18 |B01.027.002 KoHeynbrauus (nosTopHan) 3aseayiowiero otaeneHvem XMMHOTEPaNUK 2500| Bes HAC 0

4.1.70.1.1 |B01.027.003 HabnioaeHue megnumMHekoro nepcoHana 1000| Besz HAC 0
H B

23205 |B01.027.003 aﬁmo,a;euue'nauuema NPY OHKONOFMYECKOM 3a601eBaHMKU C pasmeleHuem 900| Bes HAC 0
OAHOMECTHOM nanare, Ao 4 yacos

MAHWNYIALMMU (NPOLIEAYPbI)

22301 A25.30.033 Ha;HaueHre JIEHAPCTBEHHBIX NPeNapaToB Npu OHKONOTHYECcKoM 3a00NeBaHnM y 1000| Bes HAC 0
B3POCNbIX

22213 A11.12.003 BHYTpuBeHHOE BBEAEHME NEKAPCTBEHHBIX NpenapaTos (6e3 cToMmMocTy 700| Bes HAC 0
NeKapCTBeHHbIX Npenaparos)

6 "

22214 |a11.01.003 BHyTpUKOMHOR BBEAEHME NEKAPCTBEHHBIX Npenapatos (6e3 CTOMMOCT 400| Bes HAC 0
NeKapCTBeHHbIX NpenapaTtos)

22215 |A11.02.002 BHYTpUMbIlEYHOE BBEAEHWE NEKaPCTBRHHLIX NpenapaTos (6e3 cToumocTh 500| Bes HAC 0
NEKAPCTBEHHLIX NpenapaTos)

22216 |A11.01.002 MNoakoxHoe BBeAeHUE NEKAPCTBEHHBIX NpenapaTos (Gea crommocTu NeKapCTBEHHBIX 400| Bes HAC 0
npenaparos)

22223 |A11.23.007.001 3ano/HEHWE NOMNbI XMMUONPENAPaTOM (C Y4ETOM CTOUMOCTH Nomnbt, Ge3 croMmocTy 4000 Bes HAC 5
NeHapCTBEHHbIX NpenapaTos)

22.232 |A11.12.002 Katetepusauua nepudepuyeckmx BeH (C y4eTom CTOMMOCTH KaTeTepa) 800| be3 HAC 0
HenpepbiBHOE BHYTPMBEHHOE BBEJEHWE IeKapCTBEHHbIX NpenapaTtos |2-3-x

22242 Al11.12.003.001 |KOMNOHEHTHaRA xMmUoTepanus 6es croumoctu NEKapCTBeHHLIX Npenapartos) 7000| Be3 HAC 0
HenpepbisHoe BHYTPHMBEHHOE BBEAEHWE NEKapCTEeHHbIX NpenapaTos (4-x u Bonee

22243 |A11.12.003.001 |komnoHeHTHan XumnoTepanns 6e3 CTOMMOCTH NeHaPCTBEHHBIX NPEenapaTos) 9000| BesHAC 0
HenpepbigHoe BHYTpMBEHHOE BBEAEHME 1EKAPCTBEHHbIX NpenapaTos

22244 |A11.12.003.001 |(OAHOKOMNOHEHTHAS XMuoTepanua Ge3 CTOMMOCTH IeKAPCTBEHHbBIX NPenapaTos) 4000| bes HAC 0
ANUTENLHOCTLIO Ao 1 Yaca
HenpepsisHoe BHYTPUBEHHOR BBEAEHHE NEeKAPCTBEHHLIX NPENapaTos

22245 A11.12.003.001 |(OgHOKOMNOHEHTHaA xumuoTepaniua De3 CTOMMOCTH NEKAPCTBEHHBIX NPENapaTos) 5500| Bez HAC 0
ANUTENBHOCTLIO Bonee 1 yaca

22251 Al4.12.002 MPOMBIBKA NOPT CUCTEMBI € NpUMEHEHUEM urbl TyBepa 1500| Besz HAC 0

Mpumevarue:

* Cmoumocmb AeKapemaeHHsix npenapamos onpedensemca uHdueuByansHo ONA KawBA020 NAUUEHMT 8 YCAOBHBLIX LAUHULAX,
1 ycn.ed.=1000 pyb.
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AWADINENILE - pafonue dhu, Bed yeema dix safiopa Ghosaaineckosn et

Hammenonanue weeaeionanms

e T T
BaATue KpoBu W3 neprdepuseckol sexbl 300| BeaHAC 0
BaATHe Kpoau K3 Nanbua 200| Bes HOC 0
BaATme Kposu w3 apTepun 300| Bes HAC a
] N TV R BB b i o 0t QBINE HECKHE W MUKPOCKONWYECKHE HCC/IEAOE AT AR SIS e T
Kaumvyeckuin aHanma kpoeu: oBLINMA aHa M3, bopmyaz, CO3I [c > M M33Ka KDOBM NP HAAMHHH
3.2.11.1.13 Heckix capuros) (Clinleal Blood Analysis: General Blood Analysis, Leucocyte Formula, ESR [with KanuanapHan kpoes; Kposs 1 450 20% 75
Microscopic Examination of Blood Smear if Presence of Pathologlc Changes))
|KnuHsecki aHaaus nposu: oBwmiA ananua, nefinodopmyaa, CO3 (& ofiasatensHoi EPYHHOM S MAKPOCKONMER
3.211.1.14 #eazka kpoen) (Clinical Blood Analysis: General Blood Analysis, Leucocyte Formula, ESR (with Manual Microscopic KanuanrpHan kposb; Hpose 1 620 20% 103
Examination of Blood Smear})
OBuwmit ananus kposu (DAK) (Bes nefikouurapHon Gopmyist u CO3) (General Bloed Analysis, without Whits Bload
3.2.11.1.16 s K 3 20% 32
2.1 Cell (WBC) Count and ESR HKanwanApHan kpoee; Kposs 180
Nei pHas dopmyaa (Audiber B H noa Akoluros, neiwoy )e
3211147 MAIKA KDOBEM DU HANMINKM NATOAOFUHECKIK CABMIOB (Leucocyte Formula |Differential White Blood Cell Count) with KanunnApHan kpose; Kposs 1 190| 20% 32
Microscopic Examination of Blood Smear if Presence of Pathologic Changes)*
Neiikoumrrapnan dopmyna (gudd W NOOCYET NeifkounTOR, } ¢ afinsatentHoi
3.211.1.18 UpY4HOR® MuKpockonuel maska kposu (Leucocyte Formula (Differantial White Blood Call Count) with Manual KanwWANApHan kpoRs; Hposs 1 290 20% 48
Microscopic Examination of Blood Smear)*
3211119 FeTuynoy (Reticulocytes) KannnnapHan xposs; Kpoas 1 240 20% 40
3.211.1.20 CO3 |ckopocTs DCBAIHMA 3PUTPOUMTOR) (Erythrocyte Sadimentation Rate, ESR) KanunnspHan kposs; Kposs 1 150 20% 25
3.2.11.1.21 DCMOTHYECKAR PEINCTEHTHOCTD IPUTROLUWTOR Hposs 408 1850 20% 308
{3.211.1.22 3nextpodopes remoraobuna, lemornobuHonatum Kposh ok} 3800 20% 633
3.211.1.23 GEPD 3pMTpOLMTOs, aKTHEHDCTE Kposs o B 3050 20% 508
L
3211194 TpomBouuTsl, MUKPOCKONUA [IOACHET & OKPALIEKHDM MATKE NO METoaY @onuo) (Platelets, Microscopy (Manual Wi 1 280 20% 47
Platelet Count (PLT Count}: indirect Method by Fonio)|*
TpaHcoy,0aT; BHCcy0aT; IAKYART;
MnespaneHan muakacTs; Cekper
npocTatw; Coappsmmoe abeuecca;
Cofgpmumoe MHdUNsTPaTa;
CogepHumMoE NDADCTH MATKK;
3211232 ) koe (6 f o8) necne gy MaaKa, © na Fpamy (Gram Stain. CycraBHan muarocTs; OTAerqemos a0 450 20% 75
Bacterioscopic Examination of Smear) Hoca; OTASNREMOE HOCOTNOTRY;
o nasyau; Oroe e
nonoesix opraves; Oraenramoe
Pans; OTAENREMOE POTOIIDTHI;
ACUMTHUBCKAR MUAKOCTE; THOM;
Nuksop; Ma3iou
ACUMTHUSCKAR MHUOKOCTL; THOR;
CogepHMmoe mHBUAETPaTa;
CofepsUMOE NONOCTH MaTKK;
| Cycraswan suanocts; TpaHcoyoar;
Noces wa anasp nopy, uyse MK np (a b
3.2.11.2.3 ? e p g = 2 T, 3R - ; o 1500 2 250
Culture, Bacterfa Identification and Antibiotic Susceptibility Testing) REEVART: 2R3y AT; /i L =
OTABNABMOE NOADRK!Y OPFAHOE;
DOTaeasemos pave, Miespasstan
HHBHOCTE; CeRPET NPOCTaTh);
Copeprmmoe abcuscca
Tuoit; Mazow; Otgeanemoe ua
HHPYRIUHECHOTD APEHAHE;
4 6 i
31721124 fMoces | or, M THaHEN Ha bhapy, anpepe aeuile HYBCTBUTANGHOCTH K BHT o, pamsl; C . ainll i 55
P (Waound/Pus/AspirateTissue Culture. Bacteria tdentification and Antibiotic Susceptibility Testing) afcuecea; CoqepHumos
MHbMALTpaTa; TpaHcoyLaT,
Jwccygar
O, Pambl;
MNoces o oY, W THAHEH Ha dnopy UYBLTEMTENBHOCTH H DACUIMREHHOMY ““;i:t:c:;s:n::tnh\zel
321125 CTIEHTRY BHTMUMURNOGHEK Npenapatas (Wound/Pus/Aspirate/Tissue Culture, Bacteria Identifleation, Antibiotic i i . }up“- ;Am ¥ an? 1300 20% 300
Susceptibility, Enlarged Testing) " cyaat; MHoi; Maiok;|
w3
&Pe“ﬂl
Miod; Masox; Otaensemoe W
MNocen p oTA © W THaMeh Ha POBACRY, DNPEEREHME “HyBE CTH K 3HT pob i : . r':
3.211.26 penapatam u 6 $aram (Wound/Pus/Aspirate/Tissue Culture. Bacteria Ide ntification, Antibiotic a;::x' i po? 1200, 20% 200
susceptibility and Bacteriophage Efficiency Testin s
ptibility ophag cy £l TR Rae
Jrecyaar
321135 Honporpamma (Koprogramma, Stool) Kan a5 GED! 20% 108
321136 Ananwa kana Ha AR MEALMMHTON (Aia rructos] (PRO Stool, Helminth Eges) Kan 2 450] 0% 75
321138 Ananma kana na npocreiiwne (PRO Stool) Haa o 2 460  20% Frs
3.2.11.39 Mceneaosanme Ha sHTepobnes (ARUA ocTpuu), wnateas (Enterobiasis, Spatula) Kan z 390 0% 65
3.2.11.3.10 YIASA0R06 8 Kane (pEAYUMPYIOUKE BelUlecTRa 8 kane) (Stool Sugars, Reducing Substances, Fecal) Han Ao3 590 20% 98
3.2.113.11 Viccne AnBaHUe KANA HA CHPBITYIC Kposs, KauecTae neif MeToq Han 802 240 20% 57
CHPBITAR HPOBL B KaAe |KONDPEHTAALHLE HP ), HORMECT i KHA MeTon FOB Gold
3.2.113.12 ; 4 ¥
|Quantitative Immunochemical Fecal Occult Blood, Test FOB Gold! s Ao d 8%l et i
3213333 Pnal:ra:a 1(231), nauKpearuyeckan snactasa 1 {Efastase 1, E1) Han ] 2 ﬁmi 20% 433
3.2113.14 ANbha-1-aHTHTPUNCKH B Kane {Alpha-1-Antitrypsin, Fecas| Han 3 :I.!m| 20% oo
3.2113.15 DCTaTo4HaR 0CMoNAPHOCTE cTyna (Stool osmotic gap) Han 5 1350]  20% 225
3.2.11.3.16 MERYHEIE KUCAOTE! B CTye Han 03 3250 20% 542
3.2113.17 J03MHODH/IEHBIA HERPOTOKCUH B CTYNe Han B 3500 20% 583
3211.3.18 3oHynUH dekankHe Han 8 5700 20% 950
3.2.11.3.19% ¥ PUNCHH B CTY0e, AKTHEHDLTR Han 7! 1850 20% 308
13.2.11.3.20 LCTeaTokpur cTyna Han o8 1350 20% 225
3.211.3.21 HanbnporesTin dexansiwil (Fecal Calprotectin Han ] 2390/ 20% 358
321153 Aanua woun oBuiuh (Ananua moud 0B © mukpockonwe ocaaka) {Complate Urinalysis, Microscopic . 1 300 205 g
Examination)
3.2.11.54 Hccneponanue moum no Heuwnopenko (Nechiporenka's Urine Test| Moua 1 240] 0% aa
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3.2.11.5.5 Kanbuuit moum, KayecTBeHHbIV TecT (npoba Cynkosuya) (Sulkowitch Urine Calcium Test) Moua Ao 3 190 20% 32
Moces Ha MUKONNA3MbI, ONpesieNeHne HyBCTBUTENbHOCTM K aHTUMMKPOBHBIM Npenapatam (Mycoplasma hominis OTAeNACMOE 0710BbIX OPraHos;
3.2.11.6.4 ) o p A ) y A I ! P penap: yeop CekpeT npocTatbl; Cogepskumoe 0 6! 1220 20% 203
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
MONOCTM MaTKK; IAKYNAT
Moces Ha ypeannasmbl, onpeseneHune HyBcTBUTENbHOCTU K aHTUMUKPOBHbIM NpenapaTtam (Ureaplasma s OTACNACMOE 0710BbIX OpraHo;
3.2.11.6.6 P ) ! p. A ,y_ ) o ) P penap: P PP CekpeT npocTatbl; Cogepskumoe 0 6! 1100 20% 183
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
MONOCTM MaTKK; IAKYNAT
Moces Ha MUKONNA3My M ypeanaasmbl, onpeseneHune HyBCTBUTENIbHOCTU K aHTUMUKPOBHbIM NpenapaTtam OTAensemoe nosoBbIX OPraHoB;
3.2.11.6.7 (Mycoplasma hominis Culture, Ureaplasma spp. Culture. Bacteria Identification and Antibiotic Susceptibility CekpeT npoctatbl; Coaepxumoe A0 6] 1300 20% 217
Testing) NONOCTU MaTKK; AKYNAT|
3.2.11.7.1 WUccnepoBaHue Ha Hanuume Knewa aemogekc (Demodex folliculorum, Demodex brevis) PecHuupl; CMeLaHHbIii MaTepuan 1 420 20% 70
3.2.11.7.2 Mapa3sutapHble rpubbl, MMKpOCKONUYecKkoe uccaegosarnue npob Horre (Fungal Infections of Nails) Hortu Ao 3 920 20% 153
3.2.11.7.3 MapasuTtapHble rpubbl, MUKpOCKONWUYecKoe nccnegosaHune npob Koxu (Fungal Infections of Skin) Koska; Koxa 1 Bonochb! Ao 3 920 20% 153
321174 MwKpockonus 1 noces Ha NapasuTapHble rpubsl (Koxa) (Parasitic Fungi, Microscopy and Culture (skin)) Kosa; Koxa 1 Bonochb! A0 24] 1800 20% 300
3.211.75 MuKpockonus 1 noces Ha napasuTapHble rpubsl (Hortu) (Parasitic Fungi, Microscopy and Culture (nails)) Hortu A0 24] 1800 20% 300
3.2.11.8.2 AHTWUTENa aHTUCNepMasibHble B CbIBOPOTKE KpoBM (Anti-Spermatozoa Antibodies, ASA, Serum) CbIBOPOTKA KPOBU A0 6] 990 20% 165
3.2.11.8.3 AHTWUTENa aHTUCNepManbHble B cnepme (Anti-Spermatozoa Antibodies, ASA, Semen) IAKYNAT| Ao 12 1490 20% 248
BUOXMMUYECKUE UCCNEAOBAHUA
ncc. mouu
3.2.3.1.16 KoHueHTpauua B moue (Urine Creatinine) Moya 1 50 20% 8
3.2.3.1.17 AnbbyMUH, cyTouHas mouya (Albumin, 24-Hour urine) Moua 1 330 20% 55
323118 Anb6yMl4H: paao.aaﬂ I'IOijl,M‘R mou (c er.aTMHMHFJM ] pac.quoM anf;ﬁyMMH/eramHMH oTHoweHwusa) (Albumin, Mova 1 490 20% 22
random urine, with creatinine and albumin/creatinine ratio calculation, UACR)
3.2.3.1.19 [ntoKo3a, cyToyHan mouya (Glucose, 24-Hour urine) Moya 1 180 20% 30
3.2.3.1.20 KpeaTtuHuH, cytouHas moua (Creatinine, 24-Hour urine) Moua 1 180 20% 30
323121 Mpo6a Pebepra (KnnpeHc sHAOreHHOro KpeaTUHUHA, CKOPOCTb KNy6oukoBoit dunbTpaumm) (Glomerular Filtration Mova 1 190 20% 0
Rate, GFR)*
323122 Amunasa B N\.OHE CYT?HHOM WY NOPLMOHHON 33 U3MepeHHoe Bpema (Anbda-aminnasa, avactasa moun) (Amylase, Moua 1 270 20% 5
24-Hour or Timed Urine)
3.2.3.1.23 MoueBuWHa, cytodHas moya (Urea, 24-Hour urine) Moya 1 180 20% 30
3.2.3.1.24 Mouesas Kucnota, cytoyHas moya (Uric Acid, 24-Hour urine) Moua 1 240 20% 40
3.2.3.1.25 06wuit 6enok, cytouHas moua (Protein Total, 24-Hour urine) Moya 1 160 20% 27
3.2.3.1.26 Kanbuwii (Ca), cyrouHas moua (Calcium (Ca), 24-Hour urine) Moua 1 200 20% 33
3.2.3.1.27 Kanwii (K), Hatpuit (Na), cytoyHas moua (Potasium (K), Sodium (Na), 24-Hour urine) Movya 1 200 20% 33
3.2.3.1.28 Pocdop (P), cyrouHas moua (Phosphorus (P), 24-Hour urine) Moua 1 200 20% 33
3.2.3.1.29 MeTaHedpuHbI GPaKLMOHMPOBaAHHbIE CBOBOAHbIE, CYTOYHAA Moya Moua A0 4 2200 20% 367
3.2.3.1.30 OkKcanartbl, cyToyHas moua (Oxalates, 24-Hour urine) Moua A0 4 1300 20% 217
323131 Kavnbum.t, pasoeaﬁv nopuus MO.l{M (c er?T}dHMHO.M " pacqe.'roM KanbLuit/KpeaTuHUH oTHoweHua) (Calcium, random Moua 1 180 20% 30
urine, with creatinine and calcium/creatinine ratio calculation)
323132 Eenon<t pasosan nop.um n/{oqm (c KFe.aTMHMHOM " FaCHeTO.M.HOpMalI'IIASOBaHHlOI'O N0 KpeaTUHUHY nokasatens) Moua 1 240 20% 20
(Protein, random urine, with creatinine and protein/creatinine ratio calculation)
3.2.3.1.33 MarHuii, cyTodHas moya (cyTouHas skckpeums), (Magnesium, 24 h urine excretion) Movya 1 270 20% 45
323134 Marhwit, p.aaosa.ﬂ nopu,m-ﬂ Mow (c KpEaTm-.iMHOM " p_ac_qerom. MarHMM/rfpeaTMHMH oTHoweHwua) (Magnesium, Mova 1 490 20% 2
random urine, with creatinine and magnesium/creatinine ratio calculation)
323135 ®ocdop, pasosas nopuw{a MOH.IA (c eré'r}zmmnom 1 pacyetom Hoprs{\aﬁmsoséHHoro I'IO.eraTMHMHy rokasarena) Moua 1 280 20% 27
(Phosphorus, random urine, with creatinine and phosphorus/creatinine ratio calculation)
3.2.3.1.36 MoueBasn Ku1cnoTa, pa3oBas NopLMA MOUM, C KPEATUHUHOM M PACHETOM HOPMANM30BAHHONO MO KPEaTUHWUHY NOK-1s Movua 1 270 20% 45
323137 OKcanartbl, pa3osas n.opum‘ moun (4? K.peaTMHMHOM " pacuejréM HOleal'IIASOBalHHOI'O N0 KpeaTUHUHY nokasatensa) Moua 203 1250 20% 208
(Oxalates, random urine, with creatinine and oxalate/creatinine ratio calculation)
3.2.3.1.38 BeTa-2-mMuKkpornobyauH (B-2-mukpornobynut) 8 moye (Beta-2-Microglobulin, Urine) Moua 1 790 20% 132
323139 OueHKa pucka KamHeobpa3oBaHUsA - nmoreHHblefyﬁcraHu,MM mouu, cyTquaﬂuMoqa (Kanbuwii, maruuii, docdop, Moua n03 2200 20% 367
OKCanaTbl, MOYEBas KUCNOTa, KPeaTUHWUH CYTOUHOW MOUM C PAaCYETOM CYTOYHOM IKCKpeLin)
OueHKa p1cka KaMHeobpa3oBaHMA - INTOTeHHble Cy6CTaHLMM MOYM, Pa30Bas NOPLMA MOUM (KaabLid, MarHuii,
3.2.3.1.40 docdop, okcanaTbl, MOYEBas KMCNOTA, KPEATUHUH Pa30BON MOPLMM MOYM, C PACYETOM HOPMAIM30BAHHbIX MO Movua no3 2190 20% 365
KpeaTWHWHY nokasaTtenei)
BuUtamuHb!
3.2.3.2.4 ButamuH B12 (umaHokobanamuH, kobanamut) (Cobalamin) CbIBOpOTKa KpoBu 1 630 20% 105
3.2.3.25 donuesas kucnota (Folic Acid) CbIBOPOTKA KPOBM 1 850 20% 142
3.2.3.2.6 AKTUBHbII BUTamuH B12 (FonotpaHckobanamuH, Active-B12, Holotranscobalamin) CbIBOPOTKa KPOBU A0 4] 1150 20% 192
3.23.2.7 ButamuH K1 8 cbiBopoTke (punnoxuron) (Vitamin K1, Phylloquinone, Serum) CbIBOPOTKA KpOBM 40 4 1990 20% 332
3.2.3.2.8 BuTamuH A B cbiBopoTKe (peTuHon) (Vitamin A, Retinol, Serum) CbIBOPOTKa KPOBU Ao 4 1990 20% 332
3.23.2.9 ButamuH E B cbiBopoTKe (anbda-Tokodepon) (Vitamin E, alpha-Tocopherol, Serum) CbIBOPOTKA KPOBM 40 4 1990 20% 332
3.2.3.2.10 Omera-3 nHgekc (Omega-3 Index) Kposb A0 4] 4400 20% 733
3.2.3.2.11 MupHble KncnoTbl, npodub: omera-3,-6,-9, nnasma (Fatty acids panel, omega-3, -6, -9, plasma) Mna3ma Kposw 40 4 8500 20% 1417
3.2.3.2.12 ButamuH B1 (TMammH) Mnasma Kposu Ao 4 1990 20% 332
3.2.3.2.13 Butamu B2 (pubodnasuH) Mna3ma Kposw 40 4 1990 20% 332
3.23.2.14 BuTamuH B3 (HMKOTUHaMKA) Mnasma Kposu no 4 1990 20% 332
3.2.3.2.15 BuTamuH B5 (naHTOTEHOBas KUcnota) Mna3ma Kposw 40 4 1990 20% 332
3.2.3.2.16 ButamuH B6 (npugokcanbpocdar) Mnasma Kposw Ao 4 1990 20% 332
3.2.3.2.17 ButamuH B7, H (61MoTUH) Mna3ma Kposw 40 4 1990 20% 332
3.2.3.2.18 ButamuH C (ackopbuHoBas Kucnora) Mnasma Kposw Ao 4 1990 20% 332
3.2.3.2.19 PeTuHUA nanbmutat CbIBOPOTKA KPOBM 40 4 1990 20% 332
3.2.3.2.20 beta-kapoTuH CblBOPOTKa KpOBU A0 4 1990 20% 332
3.2.3.2.21 1,25-gurugpokeusuramud D3 (1,25-dihydroxivitamin D3) CbIBOPOTKA KPOBM 40 4 1990 20% 332
3.2.3.2.22 ButamuH 25(0H)D2 1 25(0H)D3, pasgenbHoe onpeaenetue (BIKX - MC/MC) CbIBOPOTKa KPOBU Ao 4 3800 20% 633
3.2.3.2.23 upo- 1 BogOpacTBOpPUMbIE BUTAMUHbI Mnasma Kkposw; CbIBOPOTKa KPOBM Ao 4 21000 20% 3500
3.2.3.2.24 ¥upopacTBoprMble BUTaMUHbI CbIBOPOTKA KpOBU 10 4] 7 200 20% 1200
3.2.3.2.25 BogopacTsopuMble BUTaMUHbI Mnasma Kkposw; CbIBOPOTKA KPOBM Ao 4 15700 20% 2617
3.2.3.2.26 HeiipoTponHblie BUTamMUHbI Mnasma Kkposw; CbIBOPOTKA KPOBM Ao 4 4 600 20% 767
3.2.3.2.27 BuTamuH [1 U MUHEpanbHblit 06MeH CbIBOPOTKa KPOBU 1 2150 20% 358
Cneunduueckue 6enku
3.2.3.3.12 AHTucTpentonunsuu-0 (ACN-0, AC/IO) (Antistreptolysin-O, ASO) CbIBOPOTKa KPOBU 1 360 20% 60
3.2.3.3.13 C-peakTtuBHbIii 6enok (CPB) (C-Reactive Protein, CRP) CbIBOPOTKa KPOBU 1 390 20% 65
3.2.33.14 BbICOKOUYBCTBUTE/bHBIN C-peakTuBHbIM 6e/10K (Kapamo) CbIBOPOTKa KPOBU 1 500 20% 83
3.2.3.3.15 PesmatouaHbiii dpakTop (PP) (Rheumatoid Factor, RF) CbIBOPOTKa KPOBU 1 400 20% 67
3.2.3.3.16 LiepynonnasmuH (Ceruloplasmin) CbIBOPOTKa KPOBU 1 620 20% 103
3.2.3.3.17 Fantorno6uH (Haptoglobin) CbIBOPOTKa KPOBU 1 710 20% 118
3.2.3.3.18 Anbda-2-makpornobynut (Alpha-2-Macroglobulin, a2-Macroglobulin, A2M) CbIBOPOTKa KPOBU 1 490 20% 82
3.2.3.3.19 Anboa-1-aHTuTpuncuH (A1AT), KoHueHTpaumusa (Alpha-1-Antitrypsin, ALIAT, AAT, Concentration) CbIBOPOTKa KPOBU no 11 1430 20% 238
3.2.3.3.20 Anbda-1-aHTutpuncut (A1AT), deHotunmposaHue (Alpha-1-Antitrypsin, A1AT, AAT, Phenotyping) CbIBOPOTKa KPOBU po 17 2650 20% 442
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3.2.3.3.21 TpaHcheppuH (Cupepodunmn) (Transferrin) CbIBOPOTKa KPOBU 1 440 20% 73

3.2.3.3.22 DeppuTuH (Ferritin) CbIBOPOTKa KPOBU 1 490 20% 82

3.2.3.3.23 Mwuorno6ut (Myoglobin) CbIBOPOTKa KPOBU 1 690 20% 115

3.2.33.24 Hatpuitypetuyeckoro ropmoHa (B-tuna) N-koHuesoit nponentug (NT-proBNP, N-Terminal Pro-brain Natriuretic Pepl CbIBOPOTKa KPOBU 1 2700 20% 450

3.2.3.3.25 TponoHuH-I (Troponin-1) CbIBOPOTKa KPOBU 1 590 20% 98

3.2.3.3.26 Kap6oruapat-gepuumntHbiii TpaHcdeppuH (Carbohydrate-Deficient Trancferrin, CDT) CbIBOPOTKa KPOBU 00 4 3100 20% 517

3.2.3.3.27 Kap6oruapar -gepuumTHbIi TpaHcheppuH ¢ anekTpodoperpammoit (Carbohydrate-Deficient Transferrin with resulty CbIBOPOTKa KpoBU A0 4] 2790 20% 465

3.2.3.3.28 lencuamH 25 (6noakTueHbIi) (Hepcidin 25, bioactive) CbIBOPOTKa KPOBU no 12 6200 20% 1033

3.2.3.3.29 PacTBopumble peuenTopsl TpaHcheppuHa (pTPP, Soluble Transferrin Receptor, sTfR) CbIBOPOTKa KPOBU A0 9 1900 20% 317

3.2.3.3.30 MapKep cepAevHoi HefocTaToMHOCTH ST2 pacTBopuMbi (ST2, sST2, kapanomapkep) (Soluble ST2 (Heart Failure’s b CbIBOPOTKa KPOBU 005 3500 20% 583

3.2.3.3.31 MpokanbuuToHuH (Procalcitonin) CbIBOPOTKa KPOBU 1 1650 20% 275

3.2.3.3.32 Skcnpecc-Tect: TponoHuH-1 I-STAT LienbHas KpoBb 1 2650 20% 442

3.2.3.3.33 kcnpecc-TecT: Mo3roBoii HaTpuitypeTuyeckuit nentug, I-STAT LlenbHas Kposb 1 4200 20% 700

Cy6cTpathbl u pepmeHTbI

3.23.4.21 nioko3a (Glucose) Mnasma Kkposw; CbIBOPOTKA KPOBM 1 240 20% 40

3.2.3.4.22 PpykTo3amuH (Fructosamine) CbIBOPOTKa KPOBU Ao 2 790 20% 132

3.2.3.4.23 [MKMpoBaHHbIN remornobuH HbA1C (HbA1C, Glycated Hemoglobin, GHB) Kposb 1 650 20% 108

3.2.3.4.24 JNakrar (Lactate) Mna3ma Kposw Ao 2 640 20% 107
T 71I0KO30-TONEPAHTHbII TECT C ONpPeAeNeHNEM FNII0KO3bl B BEHO3HOI KPOBM HATOLLAK M NOC/E Harpy3Kku Yepes 2

3.2.3.4.25 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose Concentration (Fasting and 2 Hours after Load), Venous MNna3ma kposw Ao 2 660 20% 110
Blood)
[ N10KO30-TONEPaHTHBI TECT C ONpeAeneHNem rMIoKo3bl U C-nenTuaa B BEHO3HOI KPOBM HATOLLAK M nocie

3.2.3.4.26 Harpysku yepes 2 yaca (2-Hour Oral Glucose Tolerance Test, OGTT, Glucose and C-Protein Concentration (Fasting Mna3ma kposw Ao 2 1450 20% 242
and 2 Hours after Load), Venous Blood)

3.2.3.4.27 [ NIOKO30TONEPaHTHBIV TECT Npu 6epemMmeHHOCTM (NepopanbHbIi INI0KO30TONEpaHTHbIN TecT, ITT, OFTT) Oral Mnasma kposi n02 850 20% 142
Glucose Tolerance Test, Plasma, OGTT, Pregnancy

3.2.3.4.28 Tpuranuepugp (TT) (Triglycerides) CbIBOPOTKa KPOBU 1 220 20% 37

3.2.3.4.29 XonecrepuH obwmit (Xonectepun) (Cholesterol Total) CbIBOPOTKa KPOBU 1 220 20% 37

3.2.3.4.30 XaneCTepIVAH JINBM (XonecTepuH IMNONPOTEMHOB BbiCOKOW NaoTHOCTK, /MBI, a-xonectepuH) (High-Density ChIBOPOTKa KPOBM 1 220 20% 37
Lipoprotein Cholesterol, HDL Cholesterol)

3.2.3.4.31 XonectepuH JINHMN (npamoit metoa) Cholesterol LDL (direct) CbIBOPOTKA KPOBU 1 280 20% 47

323432 X.unecrep@H JINHN (XonectepuH NMMNONPOTEUHOB HU3KOW NaoTHocTK, JINHM, B-xonectepuH) (Low-Density ChiBopoTKa KpOBM 1 220 20% 37
Lipoprotein Cholesterol, LDL Cholesterol)*

3.23.4.33 XonectepuH-/INOHM (XonecTepuH NMMNONPOTEMHOB OYeHb HU3KOW NnoTHocTK, JINOHM, VLDL Cholesterol) CbIBOPOTKa KPOBU 1 360 20% 60

3.2.3.4.34 JlunonpoteuH (a), /M (a) (Lipoprotein (a), Lp (a)) CbIBOPOTKa KPOBU 1 980 20% 163

3.2.3.4.35 AnonunonpotenH Al (AnonpoTenH Al, ano Al) (Apolipoprotein A1, Apo Al) CbIBOPOTKA KPOBU 1 590 20% 98

3.2.3.4.36 AnonvnonpoteunH B (AnonpoteuH B, ano B) (Apolipoprotein B, Apo B) CbIBOPOTKa KPOBU 1 490 20% 82

3.2.3.4.37 YKenuHble kncnothl (Bile Acids) CbIBOPOTKa KpOBU 1 2250 20% 375

3.2.3.4.38 AnbbymuH (Albumin) CbIBOPOTKa KPOBU 1 240 20% 40

3.2.3.4.39 06wwmit 6enok (Protein Total) CbIBOpPOTKa KpoBU 1 240 20% 40

3.2.3.4.40 Benkosble dppakumm (Serum Protein Electrophoresis, SPE, SPEP) CbIBOPOTKa KPOBU 1 380 20% 63

3.2.3.4.41 nekTpodopes 6enK0B MOuU, onpeseneHue TUna npotemHypum (Urine Protein Electrophoresis) Moua A0 10| 1700 20% 283

32.3.4.42 Benok EEHC-,U,N(OHC.E B M?ue, CKpMHMH.F c I'-IpMMEHEHlTI?M I/I1MMVHO¢VIKC3LI,MM 1 KONNYECTBEHHOE OnpeseneHne Mova 2010 2000 20% 333
(Bence-Jones Protein, Urine, Immunofixation, Quantification )

323443 Benok BEHC*,U.)KOHC.B B8 M?He: MMMVHOd)MKC?LIMR, KOHMH.ECT.BE_'HHOe onpeaenexue, :I'MI'IIApOBaPtiI/.Ie »{anna, naméaa Moua 2010 3990 20% 665
(Bence-Jones Protein, Urine, Electrophoresis, Immunofixation, Kappa/Lambda Typing, Quantification )

3.2.3.4.44 CBo6OAHbIE NEerkMe Leny MMMyHOrNo6yNMHOB Kanna v nambaa CbIBOPOTKM C pacyeTom UHAEeKca Kanna/nambaa CbIBOPOTKa KPOBU Ao 10| 2550 20% 425

3.2.3.4.45 CBo6oHble nerkne Lenu UMMyHornobynnMHos Kanna u nambaa B moue (Urine immunoglobulin free light chains Moua 2010 1400 20% 233
(FLC) kappa and lambda)

3.2.3.4.46 romouucrenH (Homocysteine) Mnasma Kposu 1 1290 20% 215

3.2.3.4.47 KpeatuHuH (Creatinine) CbIBOPOTKa KPOBU 1 240 20% 40

3.2.3.4.48 Kny6oukosas f‘)ljmb'rpauwvn, pacyeT no popmyne CKD-EPI — kpeaTuHuH (Estimated Glomerular Filtration Rate, eGFR, CHIBOPOTKA KPOBM 1 260 20% 3
CKD-EPI Creatinine Equation)

3.2.3.4.49 LncratuH C (Cystatin C) CbIBOpPOTKa KpoBU Ao 2 630 20% 105

3.2.3.450 Kny6oukosas q?mnmpauv?n, pacuet no ¢popmyne CKD-EPI — umncratut C (Estimated Glomerular Filtration Rate, eGFR, ChiBopoTKa KpOBM 202 660 20% 110
CKD-EPI Cystatin C Equation)

3.2.3.4.51 OueHKa CKopocTH Ky6ouKoBoit dunbTpaumum y geteit no dopmyne LLBapua, KpeaTUHUH CbIBOPOTKa KPOBU Ao 2 200 20% 33

3.2.3.4.52 MouesuHa (Urea) CbIBOPOTKa KPOBU 1 240 20% 40

3.2.3.4.53 Mouesas kucnora (Uric Acid) CbIBOPOTKA KpOBM 1 200 20% 33

3.2.3.4.54 Bunnpy6uH o6wwii (Bilirubin Total) CbIBOPOTKa KPOBU 1 240 20% 40

3.2.3.4.55 Bunnpy6uH npamoii (BunnmpybuH KOHbIOTMPOBaHHBLIN, cBA3aHHbIN) (Direct Bilirubin, DBIL, Conjugated Bilirubin ) CbIBOPOTKa KPOBU 1 240 20% 40

323512 Ana.HMHaMMHoTpchd)epaaa (AnAT, AJ'I_T, rnyTa.MMHO-rIMp?BMHOI’paAHaH TpaHcamuHasa, [MT) (Alanine ChIBOPOTKa KPOBM 1 240 20% 40
Aminotransferase, ALT, Serum Glutamic Pyruvic Transaminase, SGPT )

323513 AcnapTaTaMm.-coTpchd)epaaa (ACAT, ACT, rnyTaMMHo-maBeJ!eBochycH_aﬂ TpaHcamuHasa, M) ChIBOPOTKa KPOBM 1 240 20% 40
(Aspartateaminotransferase, AST, Serum Glutamicoxaloacetic Transaminase, SGOT )

3.2.3.5.14 Anbda-amunasa (a-amunasa, gnacrasa) (Alpha-Amilase, a-Amylase) CbIBOPOTKA KPOBM 1 230 20% 38

3.2.3.5.15 Anboda-ammunasa naHkpeaTnyeckas (P-usodpepmeHT amunassl) (Pancreatic a-Amylase) CbIBOPOTKa KPOBU 1 280 20% 47

3.2.3.5.16 Famma-rnytamuntpancnentugasa (T, rayramunTtpaHcnentugasa) (Gamma-Glutamyl Transferase, GGT) CbIBOPOTKa KPOBU 1 220 20% 37

3.2.3.5.17 KpeatuHkuHasa (KpeatuHdocdokunHasa, KK, KOK) (Creatine Kinase, CK, Creatine Phosphokinase, CPK) CbIBOPOTKA KpOBM 1 390 20% 65

323518 eraTMkaAHasa—MB (KpeatnHdocpoknHasza-MB, KK-MB, KOK-MB) (Creatine Kinase-MB, CK-MB, Creatine ChiBOpOTKa KpOBH 1 360 20% 60
Phosphokinase-MB, CPK-MB.)

3.2.3.5.19 Jlunasa (Tpuaumnramueponauunrugponasa) (Lipase) CbIBOPOTKa KPOBU 1 320 20% 53

3.2.3.5.20 JNaktatgerngporexasa (145, L-nakrar, HAL+Okcuaopesykrasa) (Lactate Dehydrogenase, LDH) CbIBOPOTKA KPOBM 1 200 20% 33

3.2.35.21 Xoanac‘replaaa (S-MceBpoxonuHacTepasa, xonuHacTepasa ll, S-X3, aunnxonunruaponasa) (Cholinesterase, ChiBOPOTKa KpOBM 1 250 20% 0
Pseudocholinesterase, PCHE)

3.2.3.5.22 Pocdarasa kucnas (KP) (Acid Phosphatase, ACP) CbIBOPOTKa KPOBU 1 260 20% 43

3.2.3.5.23 docdarasa wenouHas (L) (Alkaline Phosphatase, ALP) CbIBOPOTKA KPOBM 1 260 20% 43

NEKTPONUTLI,MUKPOIIEMEHTbI

3.2.3.6.10 Kanwit/Hatpwuit/Xnop 8 cbiBopoTke Kposu (K+/Potassium, Na+/Sodium, Cl-/Chloride, Serum) CbIBOPOTKa KPOBU 1 380 20% 63

3.2.3.6.11 Kanbuuit 06wuit (Ca) (Calcium Total) CbIBOPOTKa KPOBU 1 250 20% 42

3.2.3.6.12 Kanbuuit noHu3uposaHHbiii (Ca2+, cBo6oaHbIN Kanbuwmit) (lonized Calcium, Free Calcium) CbIBOPOTKA KpOBU 1 360 20% 60

3.2.3.6.13 Marhuit (Mg) B cbiBopoTKe Kposu (Magnesium (Mg), Serum) CbIBOPOTKa KPOBU 1 260 20% 43

3.2.3.6.14 docdop Heopranuueckuit (P) (Phosphorus (P)) CbIBOPOTKa KPOBU 1 220 20% 37

3.2.3.6.15 eneso (Fe) B cbiBopoTKe Kposw (Iron (Fe), Serum) CbIBOPOTKa KPOBU 1 240 20% 40

32.3.6.16 ﬂaTeHTH?H (HeHHr. ) »enesoc €nocobHOCTb CbIBOPOTKM KpoBU (JIKCC, HCC) (Unsaturated ChIBOPOTKa KpOBU 1 200 20% 33
Iron Binding Capacity, UIBC)

323617 06wwan kenesocsa3biBaroLan cnocobHocTb cbiBopoTku (OXCC) (Total Iron Binding Capacity, TIBC) - BoinonHsietcs ChIBOPOTKa KpOBU 1 0 20% o
TONbKO B AlononHeHue K 3.2.3.6.15 1 3.2.3.6.16

WCCNEAOBAHUE CUCTEMbI TEMOCTA3A

32.7.012 AKTMBMpOBa.HHOE '-laCTlTNHOe (napumanb‘Ho?) TpombonnactuHosoe Bpema (AYTB (AMTB), kedanuH-kaonMHoBOE Mnasma kposn 1 240 20% 20
Bpems) (Activated Partial Thromboplastin Time, APTT)

32.7.013 npOTpOMGM.H (I‘lpOTpOMﬁlffHO?OE spems, MNB), MHO (Me»(p.t/Hapop.»‘ioe HOPManu3oBaHHOE OTHOLEeHMWE) Mnasma kposn 1 260 20% 3
(Prothrombin, Prothrombin Time, PT, International Normalized Ratio, INR)

3.2.7.0.14 ®akTop VI (aHTrremodunbHbiit rnobynuH A) (Antihemophilic Globulin A, FVIII) Mnasma Kkposw po7 950 20% 158

9 i ivity i
3.2.7.0.15 ®akTop IX, akTMBHOCTb, % (dakTop Kpuctmaca, aHturemodunbHbiit daktop «Bx») Factor IX, Activity,% (Christmas Mnaswma kposn no7 950 20% 158

Factor, anti-hemophilic globulin “B”)
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Kon yeayrn H HCC. st BuoJoruyeckuii MaTepuas Cpok* lll-l'l'.‘l. l-ll)E[C HIC l-;’I[C
3.2.7.016 IAJ/TM;)Xa aKTMBHOCTb, ME/mn (FenapuH, KoHueHTpaumsa, ME/mn), Anti-Xa activity, IU/ml (Heparin concentration, Mnaswma kposi no7 1990 20% 332
m
3.2.7.0.17 dakTop BunnebpaHaa, aHtureH, % (Willebrand Factor, Antigen, %) Mna3ma Kposw o7 1700 20% 283
3.2.7.0.18 ®ubpuHoreH (Fibrinogen, FG) Mna3ma Kposwm 1 280 20% 47
3.2.7.0.19 AHTUTPOMBMH III, % akTBHOCTH (AT I, Antithrombin 111, % Activity) Mna3ma Kposw 1 460 20% 77
3.2.7.0.20 Tpom6uHosoe spems (TB) (Thrombin Time, TT) Mna3ma Kposwm 1 260 20% 43
3.2.7.021 D-gumep (D-Dimer) Mna3ma Kposw 1 1100 20% 183
3.2.7.0.22 BosiyaHOUHbINM aHTMKOarynsHT (BA) (Lupus Anticoagulant, LA ) Mna3ma Kposwm 1 1030 20% 172
3.2.7.0.23 MNpotewnH C, % aktusHoCTH (Protein C, % Activity) Mna3ma Kposw Ao 2 1950 20% 325
3.2.7.0.24 MpoteuH S cBoboaHbiii (Protein S, Free) Mna3ma Kposwm no 2 2400 20% 400
3.2.7.0.25 MNnasmuHoreH (Plasminogen) Mna3ma Kposw 1 590 20% 98
3.2.7.0.28 lemocTasvorpamma (Koarynorpamma), ckpuuHr (Coagulation, Gemostaziogram, Screening) Mnasma Kposu 1 950 20% 158
3.2.7.0.29 [emocTasnorpamma (Koarynorpamma) paclumpeHHas (Hemostasiogram (coagulogram), extended Mna3ma Kposw 1 2200 20% 367
UMMYHOTEMATO/1I0rM4ECKUE UCCNEAOBAHUA

3.2.6.04 pynna kposu (Blood Group, ABO) Kposb 1 280 20% 47
3.2.6.0.5 Pesyc-npuHagnexHocTb (pesyc-pakrtop) (Rh-factor, Rh) Kposb 1 280 20% 47
3.2.6.0.6 Rh (C, E, ¢, e) Kell-peHotunuposanue (Rh C (E, c, e) Kell-Phenotyping) Kposb 1 690 20% 115
3.2.6.0.7 ANIOUMMYHHbIE aHTUTeNa, BKAKOYas aHTuTena K Rh-antureny (Anti Rh) Kposb 1 540 20% 90
3.2.6.0.9 AHTUIPyNnoBble UMMYHHbIE aHTUTENA KHeNnosHble aHTU-A, aHTU-B» B cbiBOpPOTKe, Knacca IgG CbIBOPOTKa KpOBU £09 1700 20% 283
3.2.6.0.10 darounTapHan aKTUBHOCTb ieikoumToB (Phagocytic Activity of Leucocytes) Kposb £09 1090 20% 182
32.6.011 ®eHoTUNMpoBaHUe MMMdoLnToB (ocHOBHbIE cybnonynsaumu) — CD3, CD4, CD8, CD19, CD16, CD56 (Lymphocyte Kposs 203 3600 20% 600

Phenotyping: CD3, CD4, CD8, CD19, CD16, CD56)

TOPMOHA/IbHbIE UCCNEAOBAHUA
TopmoHbI runopusa
3.24.15 ALPEHOKOPTUKOTPONHbIM ropmoH (AKTT, kopTukoTponuH) (Adrenocorticotropic Hormone, ACTH) Mna3ma Kposw 1 650 20% 108
3.24.1.6 COMaTOTPOMHbIV rOpMoH (comatotponuH, CTT) (Growth Hormone, GH) CbIBOPOTKA KPOBU 1 530 20% 88
3.24.17 ComaTtomeguH C (MHcynmHonogo6bHbiii pakTop 1) (Somatomedin C, Insulin-like Growth Factor 1, IGF-1) CbIBOPOTKa KPOBU 1 1050 20% 175
3.2.4.18 DonnnkynocTUMmynmpytowmii ropmoH (®Cr) (Follicle Stimulating Hormone, FSH) CbIBOPOTKa KPOBU 1 450 20% 75
3.24.19 JlloTenHusnpytowmii ropmoH (/1) (Luteinizing Hormone, LH) CbIBOPOTKA KPOBU 1 410 20% 68
3.2.4.1.10 MponakTuH (Prolactin) CbIBOPOTKa KPOBU 1 410 20% 68
3.24.1.11 MakponponaktuH (Macroprolactin) CbIBOPOTKA KPOBU 1 1080 20% 180
3.2.4.1.12 MenatoHuH, nnasma (Melatonin, plasma) Mna3ma Kposw A0 5 2600 20% 433
3.2.4.1.13 KopTtuson (fmapokoptusoH) (Cortisol, Hydrocortisone) CbIBOPOTKA KPOBU 1 420 20% 70
3.24.1.14 CBO60AHbBIN KOPTHU30/, CyTOYHas Moua (Free Cortisol, Free Hydrocortisone, 24-Hour urine) Moua A0 2 770 20% 128
3.2.4.1.15 KopTtuson, catoHa (Cortisol, Saliva) CntoHa A0 2 630 20% 105
3.2.4.1.16 AnbpoctepoH (Aldosterone) CbIBOPOTKa KPOBU Ao 2 780 20% 130
3.2.4.1.17 PeHWH (PeHWH naa3mbl KpoBu, npsmoe onpeaenexue) (Direct Renin, Plasma) Mnasma Kposu A0 2 940 20% 157
3.2.4.1.18 ANbAOCTEPOH-PEHMHOBOE coOTHOLWeHue (Aldosterone-Renin Ratio, ARR) Mna3ma Kposwm A0 2 1420 20% 237
Mapkepbl ocTeonoposa

3.24.25 OcreokanbuuH (KoctHbiit Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla Protein, BGP) CbIBOPOTKa KPOBU 1 660 20% 110
3.24.2.6 25-OH BuTamuH D o6wwit (25-OH Vitamin D Total, 25(0H)D, 25-Hydroxycalciferol) CbIBOpPOTKa KpoBU 1 1700 20% 283

C-KoHLeBble TesonenTuapl Konnarexa | Tuna (6era-CrossLaps, C-TepmuHanbHbii Tenonentug, CT)
32427 (Carboxyterminal Cross-linking Telopeptide of Bone Collagen, Collagen Cross-linked C-Telopeptide, Beta-Cross Mnasma Kposw Ao 3 890 20% 148

Laps, B-CrossLaps Serum, C-Telopeptide, Crosslaps, Type 1 Collagen, CT, b-CTx Serum)
3.24.238 N-TepmuHanbHbIM NponenTug npokonnareHa 1 o6wuit (Procollagen Type 1 N-terminal Propeptide, PINP, Total) CbIBOPOTKa KPOBU Ao 2 1380 20% 230
3.24.2.9 [JesokcunupuavHonuH (AMNNA) B moye (Deoxypyridinolinein, DPD, Urine) Movya 1 1280 20% 213
3.2.4.2.10 MapaTtupeouaHbiit ropmoH (MapatropmoH, napatupwx, MTr) (Parathyroid Hormone, PTH) CbIBOPOTKa KPOBU 1 660 20% 110

DepTUNbLHOCTB, penpoAyKuMA

3.2.4.4.15 TectocTepoH (Testosterone) CbIBOPOTKa KPOBU 1 420 20% 70
3.2.4.4.16 CBo60AHbIN TecTocTepoH (Free Testosterone) CbIBOpOTKa KpoBU Ao 5 890 20% 148
3.2.4.4.17 [AunrnapotectoctepoH (ArT) (Dihydrotestosterone, DHT) CbIBOPOTKa KPOBU [0 5 1300 20% 217
3.2.4.4.18 AHgpocTeHAMOH (Androstenedione) CbIBOpPOTKa KpoBU 1 1050 20% 175
324419 AHApOCTe.HAVIOII .rmoxyponmq (AHapocTaHamon rokypoHua) (Androstanediol Glucuronide, 3a-Androstanediol CblBOPOTKa KPOBM Ao S 1070 20% 178

Glucuronid, 3a-diol G)
3.2.4.4.20 [ernapoanuaHgpocrepoH-cynbdar (AIA-S04, Dehydroepiandrosterone sulfate, DHEA-S) CbIBOPOTKa KPOBU 1 400 20% 67
3.2.44.21 [lernaposannaHapoCTepOH (HEKOHBbIOTMPOBAHHbIiA) CbIBOPOTKa KPOBU A0 5 1400 20% 233
3.2.4.4.22 17-ketocTtepouabl (17-KC) 8 moue (17-Ketosteroids, Urine) Moua A0 4 1600 20% 267
3.2.44.23 17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) CblBOPOTKa KPOBU A0 3 560 20% 93
3.2.4.4.24 [no6ynuH, cBAsbiBatoWwmMiA Nnonosble ropmoHbl (FCMT) (Sex Hormone-Binding Globulin, SHBG) CbIBOPOTKa KPOBU 1 450 20% 75
3.2.4.4.25 cTpaawmon (32) (Estradiol, E2) CbIBOPOTKa KPOBU 1 450 20% 75
3.2.4.4.26 MNporecrepoH (Progesterone) CbIBOPOTKa KPOBU 1 450 20% 75
3.2.4.4.27 MeTab0uThbl 3CTPOreHOB 1 nporecTepoHa, 24-4 moya (Estrogens and progesterone metabolites, 24-h urine) Movua [o5 7 400 20% 1233
3.2.4.4.28 AHTUMIONNEpOB ropmoH (AMT) (Anti-Mullerian Hormone, AMH, Mullerian Inhibiting Substance, MIS) CblBOPOTKa KPOBU Ao 4 1350 20% 225
3.2.4.4.29 WHrubuH B (Inhibin B) CbIBOPOTKa KPOBU 0 6! 1150 20% 192
3.2.4.4.30 Tpodobnactuueckuit 6eta-1-ramkonpotent (TEr) (Trophoblastic beta-1-Globulin, TBG) CbIBOPOTKa KPOBU A0 6! 570 20% 95
3.24.431 XOpMOHUYECKUIT TOHAA0TPONUH Yenoseka (X4, 6eta-Xr4, B-Xr4) (Human Chorionic Gonadotropin, HCG) CbIBOPOTKa KPOBU 1 450 20% 75
324432 CBo6.o,qf—|h|171 B-Xr4 (th.)ﬁop,Haﬂ B-cyb6beanHMLA XOPUOHUYECKOTO rOHAA0TPONMHA Yenoseka) (Free Human ChiBopoTKa KpOBM 1 520 20% 87

Chorionic Gonadotropin, Free HCG)

MnaueHTapHbIN NakToreH (XopnoHuueckuin comatomammotponuH) (Placental Lactogen, PL, Human Placental
324433 Lactogen, hPL, Chorionic Somatomammotropin, CS, Human Chorionic Somatomammotropin, hCS) Ceigoporka kposu A8 660 20% 110
324434 AccoummnpoBaHHbIi ¢ 6epemeHHOCTbIO NpoTenH-A naasmbl (Pregnancy-Associated Plasma Protein-A, PAPP-A) CbIBOPOTKa KPOBU 1 690 20% 115
3.2.4.4.35 CBo6oaHbIN acTpuon (Estriol Free, E3) CbIBOPOTKa KPOBU 1 480 20% 80
32.4.4.36 MpeHaTtanbHbIi CKplfiHMHI' TpMC(?MMVI: | pumectp (PRISCA-1) (Maternal Screen, First Trimester; Prenatal Screening |; ChIBOPOTKa KpOBU 1 1900 20% 317

PRISCA | (Prenatal Risk Calculation))
3.2.4.4.37 PRISCA1 pacuet CbIBOPOTKa KPOBU 1 160 20% 27
32.4.4.38 HpeHaTaanblﬁ CKPUHUHT Tpmco:vulw‘h: ] TPVIM.ECTP (PRISCA-2) (Maternal Screen, Second Trimester; Prenatal ChIBOPOTKa KPOBM 1 1900 20% 317

Screening II; PRISCA |l (Prenatal Risk Calculation))
3.2.4.4.39 PRISCA2 pacuet CbIBOPOTKa KPOBU 1 80 20% 13
3.2.4.4.40 MNnayeHTapHbIi dakTop pocta (PLGF) CbIBOPOTKa KPOBU 0o 3 3700 20% 617
3.2.4.4.41 PactBopumasn fms-nogo6Has TMpo3nHKMHa3a-1 (sFlt-1) CbIBOPOTKa KPOBU Ao 3 3700 20% 617
3.2.4.4.42 Mapkepb! pucka npeaknamncuu: sFlt-1, PIGF, cootHoweHwe sFlt-1/PIGF CbIBOPOTKA KPOBU A0 3 7300 20% 1217

YHKU| Axeny

3.2453 WHcynuH (Insulin) CbIBOPOTKa KPOBU 1 580 20% 97
32454 MNpouHcyauH (Proinsulin) CbIBOPOTKa KPOBU A0 6! 1200 20% 200
3.245.5 C-nentug (C-Peptide) CbIBOPOTKa KPOBU 1 490 20% 82

OLeHKa MHCYIMHOPEe3UCTEHTHOCTY: II0K03a (HaTOWAK), MHCYIMH (HaTowak), pacyeT uHaekca HOMA-IR (Insulin
3.24.56 Resistance: Fasting Glucose/Insulin, Homeostasis Model Assessment of Insulin Resistance, HOMA-IR) Mnasma kposw; ColBOPOTKa KpOBM ! 850 20% 142
3.24.5.7 HOMA-G pacyet uHzeKca (npu BbINONHEHWM [/1H0KO3bl U3 Cepoit NPpo6upKm) Mnasma Kposu 1 50 20% 8
3.2.458 HOMA-IR pacyeT nHaekca CbIBOPOTKa KPOBU 1 50 20% 8

YHKUMA Wn i

3.2.46.7 TupeoTponHbIi ropmoH (TTT, TupoTponuH) (Thyroid Stimulating Hormone, TSH) CbIBOPOTKa KPOBU 1 390 20% 65
3.2.4.6.8 TupokcuH 06wmit (T4 06wmii, TeTpatoaTMpoHuH 06wuin) (Total Thyroxine, TT4) CbIBOPOTKa KPOBU 1 390 20% 65
3.2.46.9 TupoKkcuH cBoboaHbIi (T4 cBoboaHbii) (Free Thyroxine, FT4) CbIBOPOTKa KPOBU 1 430 20% 72
3.2.4.6.10 TpuoaTUpoHWH 06wt (T3 06wwit) (Total Triiodthyronine, TT3) CbIBOPOTKa KPOBU 1 390 20% 65
3.2.46.11 TpuinoATUPOHWH cBo6oAHbIN (T3 cBoboaHbIif) (Free Triiodthyronine, FT3) CbIBOPOTKa KPOBU 1 430 20% 72




*
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Kon yeayrn I HCC. st BuoJoruyeckuii MaTepuas Cpoxk b 1.4, HIC HIC HIC
3.2.4.6.12 TpPUNOATUPOHWH peBepcuBHbIiA (T3 peBepcuBHbIi, Reverse Triiodthyronine). CbIBOPOTKa KPOBU A0 5 6700 20% 1117
TUPOKCMHCBA3bLIBAIOLLAA CNOCOBHOCTb (NOrNOLEHME TUPEOUAHBIX TOPMOHOB; MH/AEKC CBA3bIBAHWA TMPOKCUHA;
3.2.46.13 MHAeKc ceoboaHoro TupokeuHa) (Thyroid Uptake, T-Uptake, Thyroxine-Binding Capacity, TBC, Thyroxine-Binding CbIBOPOTKa KPOBU Ao 3 630 20% 105
Index, TBI, free T4Index, fT4l)
3.2.46.14 TupeornobyauH (TT) (Thyroglobulin, TG) CbIBOPOTKa KPOBU A0 4 680 20% 113
AHTUTENA K TUpeornobynuHy (AT-TT) (Anti-Thyroglobulin Autoantibodies, Thyroglobulin Antibodies, Tg
3.24.6.15 CbIBOPOTKA KpOBYU 1 470 20% 78
Autoantibodies, TgAb, Anti-Tg Ab, ATG) POTKa Kp o
AHTUTENA K TUpeouaHOM nepokeugase (AT-TMNO, mukpocomansHble aHtutena) (Anti-Thyroid Peroxidase
3.2.4.6.16 CbIBOPOTKA KPOBYU 1 450 20% 75
Autoantibodies, Antimicrosomal Antibodies, TPO Antibodies, TPOAb, Anti-TPO) P P §
AHTUTENA K MMKPOCOMabHOM dpakummn TupeoumTos (AT K MMKPOCOMasIbHOMY aHTUreHy TupeouuTos, AT-MAT,
3.24.6.17 P pauy peoy ¢ . P S v . v X peou CbIBOPOTKa KPOBM po7 550 20% 92
AMAT, TUpeouaHble aHTUMUKPOCOMasbHble aHTuTena) (Anti-Thyroid Microsomal Antibodies)
AHTUTeNa K peuentopam TTT (AT K peuenTopam TMPEOTPOMHOro FOPMOHA B CbIBOPOTKE KpoBW, AT-pTTT) (Thyroid-
3.24.6.18 Stimulating Hormone Receptor Antibodies, TSH Receptor Antibodies, TSHRAbs, TSH binding inhibitor CbIBOpOTKa KpoBU A0 6] 1600 20% 267
immunoglobulin, TBII)
BUOreHHbIe am1HbI
32481 KaTeXDna'MMHbI (ap,p'eHa/!MH, H(?pa/:[pe.Ha/MH, ,CLO(‘)GM{dH) B nnasMe Kposu — KATEN/ (Catecholamines: Mnasma kposu 205 2350 20% 392
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Plasma)
32482 KaTeXDna'MMHbI (ap,p'eHa/!MH, H(?pa/:[pe.Ha/MH, ,CLO(‘)GM{dH) B cyruur.-cum MD-"IE (Catecholamines: Mova 205 2100 20% 350
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
MeTabonnTbl KaTexoNamMUHOB U CEPOTOHMHA, CYTOYHas MOYa: BaHUAUAMMUHAANEBaA KucnoTa (BMK),
romoBaHWnHOBasA kucnota (MBK), 5-ruapokcumnHgonykeycHas kucnota (5-FMYK)(Catecholamines and Serotonin
#3HAY! N . ! o IR N o #3HAY! #3HAY! #3HAY! 20% #3HAY!
Metabolites, 24 Hours-Urine: Vanillylmandelic Acid, VMA, Homovanillic Acid, HVA, 5-Hydroxyindoleacetic Acid, 5-
HIAA)
32484 METa'Hed)pMHbI ¢paKLLMOH.MpOBaHHbIe (CBO-GOAHbIe M KOHbIOTMpOBaHHble), 24-4acosan moya (Metanephrines Moua n05 2500 20% n7
fractionated, free and conjugated , 24-h urine)
32485 KaTeXDna'MMHbI (ap,p'eHa/!MH, H(?pa/:[pe.Ha/MH, ,CLO(‘)GM{dH) B Moue .(c6op ﬂ-llEHEe 24 vacos) (Catecholamines: Mova 205 2100 20% 350
Epinephrine/Adrenaline, Norepinephrine/Noradrenaline, Dopamine, Urine)
3.2.4.8.6 [McTamuH B nnasme Kposu (Histamine, Plasma) Mna3ma Kposw A0 4 2800 20% 467
3.24.8.7 CepoTOHUH B CbIBOPOTKE KpoBw (Serotonin, Serum) CbIBOPOTKA KPOBU A0 4] 2300 20% 383
32489 METa'Hed)pMHbI ¢paKLLMf)HMpOBaHHbIe, paséaaﬂ Mova (cBo6oAHble + KoHblorMposaHHble) (Metanephrines Mova 205 2350 20% 392
fractionated, free + conjugated, random urine)
[Lpyrue ropMoHb!
3.24.7.1 [actpuH (Gastrin) CbIBOPOTKA KPOBU Ao 3 650 20% 108
3.2.4.7.2 MNencuHoreH | (Pepsinogen I) CbIBOPOTKa KPOBU no7 850 20% 142
3.24.7.3 MNencuHoreH Il (Pepsinogen 1I) CbIBOPOTKA KPOBU no7 850 20% 142
32474 MNencuHoreHsbl | 1 Il ¢ pacyetom cooTHowenus (Mencuroren |/MencuHorer 1) (Pepsinogen I/Pepsinogen |1, ChIBOPOTKa KPOBU no7 1700 20% 283
PG1/PG2)
3.24.75 Facrponaxensb (GastroPanel) CbIBOPOTKa KPOBU A0 10| 4200 20% 700
3.24.7.6 CtumynaumoHHan npoba — MacTpuH-17 (cTumynmposaHHbiii) (Gastrin-17 Stimulation Test, Gastrin-17, G-17) CbIBOPOTKa KPOBU Ao 10| 1200 20% 200
32477 JlenTuH (Leptin) CblBOPOTKa KPOBU A0 6! 850 20% 142
3.2.4.7.8 SputponoatuH (Erythropoetin) CbIBOPOTKa KPOBU A0 2 1100 20% 183
MWKPOBUO/IOTMYECKUE UCC/TIEQOBAHNA
TpyaHoe monoko
3.29.2.7 Moces rpyAHOro monoka Ha mukpognopy (Breast Milk Culture. Bacteria Identification) pysHOE MONOKO Ao5 750 20% 125
32928 Moces rpyP,Horo Monoka Haimmxpoc.bﬁop.y, onpe,qen_enfme_ HyBCTBMTIEI:H.:HOCTVI X aHTUMMKPOBHbLIM NpenapaTam FbyaHoe MonoKo 207 900 20% 150
(Breast Milk Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
lMoces rpyAHOro MoN0Ka Ha MUKPOdOpY, ONpeeneHNe YyBCTBUTENbHOCTU K PACLIMPEHHOMY CMeKTpy
3.29.29 aHTMMMKPOGHLIX NpenapaTos (Breast Milk Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged IpysaHoe Monoko no7 1900 20% 317
Testing)
TMoces rpyAHOro MOI0Ka Ha MUKPOGAOPY, ONPeAeNeHNe YyBCTBUTENBHOCTU K aHTUMUKPOBHBIM Npenapatam u
3.29.2.10 6aktepuodaram (Breast Milk Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency I'pyaHOe monoko no7 1110 20% 185
Testing)
KynbtypanbHoe uccnegosanue Kana
n - | Cul Path: icl inal
3.2.9.5.27 oce:.avua naToreHHyto 14 yC/TOBHO naTOreHHYD MMKPFJ¢ITOPY KuweyHuKa (Stool Culture, Pathogenic Intestinal and Kan: PexransHuii Masok 205 1200 20% 200
Conditionally Pathogenic Microflora, Bacteria Identification)
TMoces Ha NaTOreHHyIo 1 YCI0BHO-NATOreHHYI0 MAKPOGAOPY KUILEYHUKA C ONpeaeneHUeM YyBCTBUTENIbHOCTU K
#3HAY! aHTUMKKPOBHbIM NpenapaTtam (Stool Culture, Pathogenic Intestinal and Conditionally Pathogenic Microflora. #3HAY! #3HAY! #3HAY! 20% #3HAY!
Bacteria Identification and Antibiotic Susceptibility Testing)
lMoces Ha NaTOreHHyto 1 YCI0BHO-NATOreHHYI0 MUKPODAOPY KUILEYHUKA C ONpeaeneHnemM YyBCTBUTEIbHOCTH K
3.2.9.5.29 AHTUMUKPOBHbLIM NpenapaTtam u 6aktepuodaram (Stool Culture with Bacteria Identification and Kan; PekTanbHbli masok no7 1400 20% 233
Antibiotic+Bacteriophage Susceptibility Testing)
3.2.9.5.30 Moces Ha naToreHHyto K1weyHyto daopy (Stool Culture (Salmonella spp., Shigella spp.). Bacteria Identification) PeKkTanbHblit Ma3ok; Kan [o5 700 20% 117
329531 Moces Ha NaToreHHyto KALesHyio dnopy, onpezeneHme yBCTBATENLHOCTA K aHmmvTKFQGHMM.npenapaTaM (Stool Kan: PexransHuii Masok 206 250 20% 158
Culture (Salmonella spp., Shigella spp.). Bacteria Identification and Antibiotic Susceptibility Testing)
Moces Ha NaToreHHy!o KuieyHyio GAopy, onpe/ieneHne YyBCTBUTENLHOCTM K aHTUMMKPOGHBIM Npenapatam 1
3.2.9.5.32 6akTeprodaram (Stool Culture, Salmonella spp., Shigella spp. Bacteria Identification, Antibiotic Susceptibility and Kan; PekTanbHbIi masok A0 6! 1050 20% 175
Bacteriophage Efficiency Testing)
329533 Moces Kana Ha nepcuHmMn (Yer5|r\|.a enterocolitica, MIepCHHMO3, ONPeAe/eH /e YYBCTBUTE/IbHOCTI .K.ari‘I'MMMK.pOGHbIM Kan 2013 1300 20% 217
npenapatam (Yersinia enterocolitica, Stool Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
3.29.5.34 Moces Kana Ha kamnunobakTep (Campylobacter spp.) (Campylobacter spp., Stool Culture. Bacterial Identification) Kan A0 6! 1300 20% 217
3.2.9.5.35 Paa,qe.m.:Hoe (IJn.p.e,qeneHme TOKCVIT-!a-A M TOKCUHA B C|OS(rIdIL-Jm difficile 8 kane, aHTureHHbIi Tect (Toxin A and B Kan 1 1550 20% 258
Clostridium difficile. One step rapid immunochromotographic assay)
329536 I'Iocet.a.Ha rfnochMAmm. (.Clo.strldlum c.Jlf.fl.clle, nc.eap,omemﬁpaHosHbm konur) (Clostridium difficile Culture. Bacteria Wenub; Kan 207 1450 20% 242
Identification and Antibiotic Susceptibility Testing)
32,9537 Kpuntocnopuamnu napeym (Cryptosporidium parv.um), /AVapeiiHblil CUHAPOM, aHTUreHHbIN TecT (Cryptosporidium Kan 1 950 20% 158
parvum. One Step Rapid Immunochromotographic Assay)
32.95.38 Nambnum (Giardia Ilamb.lla), AnapeiiHblil CMHAPOM, aHTUreHHbIN TecT (Giardia liamblia. One Step Rapid Kan 1 950 20% 158
Immunochromotographic Assay)
3.2.9.5.39 Potasupyc (Rotavirus), AnapeiiHblit CMHAPOM, aHTUreHHbIN TecT (Rotavirus Direct Detection by Latex Agglutination) Kan 1 650 20% 108
Moces Ha KuweuHyto nanoyry (Escherichia coli 0157:H7, awepuxunos), onpeaeneHune HyBCTBUTENbHOCTMU K
3.2.9.5.40 aHTUMUKPOBHbIM Npenapatam (Escherichia coli 0157:H7 Culture. Bacteria Identification and Antibiotic Kan A0 6! 1000 20% 167
Susceptibility Testing)
Moces Ha KuwweuHyto nanoyky (Escherichia coli 0157:H7, swepuxunos), onpeaeneHne YyBCTBUTENbHOCTU K
3.2.9.5.41 aHTUMKKPOBHbIM NpenapaTtam u 6akrepuodaram (Escherichia coli 0157:H7 Culture. Bacteria Identification, Kan A0 6] 1250 20% 208
Antibiotic Susceptibility and Bacteriophage Efficiency Testing)
3.2.9.5.44 [nc6akTepunos KuWweYHUKa (MoANGULMPOBAHHbIA MeToA) Kan po7 1700 20% 283
32,0545 MoaunduumposarHoe V{ccnenoaéHﬂe p.mc6.a.KTepmosa KVIuJeH{-iVIKa, onpe,qeneﬁvfe. ‘-IyBCTl?MTeI]bHOCTM K Kan n07 1950 20% 325
6aktepuodaram (Intestinal Dysbiosis: Modified Study, Bacteriophage Susceptibility Testing)
32.95.46 AneHosupyc (Adenowru‘s), [AVapeiiHblil CUMHAPOM, aHTUreHHbI TecT (Adenovirus. One Step Rapid Kan 1 290 20% 165
Immunochromotographic Assay)
32,9547 Xenukobaktep nunopu (Hellcobacter pylori), aHTureHHsbIi Tect (Helicobacter pylori. One Step Rapid Kan 1 290 20% 165
Immunochromotographic Assay)
32,0548 KamnunobakTep, AnapeiiHblii CUHAPOM, BbIABNIEHWE aHTUreHa B Kane, UMMyHoxpomaTorpadua (Campylobacter Kan 202 1100 20% 183

spp., One step rapid immunochromotographic assay, antigen, stool)
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32,9549 ?HTeposMpyc, Bbmanemfe aHTMI‘eHa‘B Kane, nmmyHoxpomatorpadus (Enterovirus, One step rapid Kan 202 1200 20% 200
immunochromotographic assay, antigen, stool)
KynbTypanbHoe uccnepgosaHue mouu
32967 I'IoceB.MoHM H»a»MM!(pOd)I!Opy, (.)n.pe.genenme &Yns.crsnreﬁwocm K aHTUMMKPOGHbIM npenapatam (Urine Culture. Moua 207 890 20% 148
Bacteria Identification and Antibiotic Susceptibility Testing)
Moces mo4n Ha MUKpPOdOPY, ONpeaeneHme YyBCTBUTENILHOCTY K PaClLMPEHHOMY CNEKTPY aHTUMUKPOBHbIX
3.2.9.6.8 R podopy p.u i y( I P " p v pY P Movua no7 1900 20% 317
npenapartos (Urine Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)
32969 I'Ioc»ea MouM Ha MMKp(?d)nOpy,‘ (.)npégenemfe. qy.BCTBnTenf:H.?cm K aHTMMM.KpoﬁHbIM jp»enaparamy 6akTeprodaram Moua 207 200 20% 150
(Urine Culture. Bacteria Identification, Antibiotic susceptibility and Bacteriophage Efficiency Testing)
32.96.10 {'IerMoHenna, BbIﬂBI!eHVI.e aHTUreHa f;MO"Ie,.MMMyHOXpOMaTOFpad)MH (Legionella pneumophila, One step rapid Mova 202 1720 20% 287
immunochromotographic assay, antigen, urinae)
329611 !‘lHeBMOKOKK, BbIHBneHM.e aHTUreHa .B MO'-ie,. MmmyHoXpomartorpadua (Streptococcus pneumoniae, One step rapid Moua 202 1950 20% 325
immunochromotographic assay, antigen, urinae)
Otaenaemoe ApbiXaTeNbHbIX NyTen
Masok; Otaenaemoe Hoca;
OTaenfemoe HOCOrNOTKY;
3.29.7.25 Moces Ha andTepuio (Corynebacterium diphtheriae Culture) A ! Ao 6 790 20% 132
Otaensaemoe nasyxu; Otaensemoe
poTOrNoTKM
Moces oTgensiemoro poTornoTkv Ha 6opaetenns (Bordetella pertussis/parapertussis, KOktow/napakoktoLw)
3.2.9.7.26 . . N I OTaensemoe poToOrnoTKK A0 6] 1500 20% 250
(Bordetella pertussis/parapertussis, Nasopharyngeal Culture. Bacteria |dentification)
" " " Masok; OTaensemoe Hoca;
Moces Ha 3010TUCTbIN CTadUNOKOKK (METULMANNH-PE3UCTEHTHBIN 30/10TUCTbIN CTaPUNOKOKK, MP3C) OTEAAEMOE HOCOMOTKM
TAeNAEM rNOTKM;
3.29.7.27 (Staphylococcus aureus) (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. A Ao5 720 20% 120
. L. Otpenaemoe nasyxu; Otaenaemoe
Bacteria Identification)
pOTOrNOTKM
MoceB Ha 3010TUCTbIN CTaPUNOKOKK (METULMANNH-PE3UCTEHTHBIN 30/10TUCTbIN CTapUNOKOKK, MP3C) Masok; Otaensemoe Hoca;
329728 (Staphylococcus aureus), onpeaeneHne YyBCTBUTENLHOCTU K aHTUMMKPOBHLIM NpenapaTtam (Staphylococcus aureus OTaenaemoe HOCOrNOTKY; 07 820 20% 137
.2.9.7. b
(Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria Identification and Antibiotic Susceptibility Otaensemoe nasyxu; OTaensemoe a
Testing) POTOrNOTKM
MoceB Ha 3010TUCTbIN CTaPUNOKOKK (METULMANNH-PE3NUCTEHTHBIN 30/10TUCTbIN CTapUNOKOKK, MP3C) Masok; Otaensemoe Hoca;
32.97.29 (Staphylococcus aureus), onpeaenexve qya.c-ra.memiuocm K PacliMpeHHOMy CNeKTPY aHTUMMKPOBHBIX ) OTaenAemoe HOCOrNOTKY; 207 1900 20% 317
npenapartos (Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria Otaensemoe nasyxu; OTaensemoe
Identification, Antibiotic Susceptibility, Enlarged Testing) POTOrNOTKM
MoceB Ha 3010TUCTbIN CTaPUNOKOKK (METULMANNH-PE3UCTEHTHBIN 30/10TUCTbIN CTapUNOKOKK, MP3C) Masok; Otaensemoe Hoca;
32.97.30 (Staphylococcus aureus), onpe.,q.el?eHMe.qyacramenwocm K @aHTUMUKPOGHBIM NpenapaTtam M'6akrep.m.u¢a.ram OTAensemoe HOCOrNIOTKY; n07 890 20% 148
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria Identification, Otaensemoe nasyxu; OTaensemoe
Antibiotic Susceptibility and Bacteriophage Efficiency Testing) POTOrNOTKM
Moces Ha 3010TUCTbIN cTadmNOKOKK (Staphylococcus aureus) (Staphylococcus aureus Culture. Bacteria Otpennemoe Hoca; OTaenaemoe
Ha 30/10TUCTbI CTaPUNOKOKK us aureu: us aureus Culture. i
3.29.7.31 Identification) phy phy HocornoTku; OTaenaemoe nasyxw; noS 690 20% 115
entification
OTaensemoe poTornoTku
. Masok; OTaensemoe Hoca;
lMoces 0TAENAEMOro BEPXHUX AbIXaTeNbHbIX NYTel Ha MUKPOdAOPY, ONpeeneHne YyBCTBUTENBHOCTU K OTIEAREMOE HOCOMND
TAENAEMOE HOCOTNOTKY;
3.29.7.32 AHTUMMKPOGHbLIM Npenapatam (oAHa nokanusauma) (Upper Respiratory Culture. Bacteria Identification and A no7 1010 20% 168
s S vk Otpenaemoe nasyxu; Otaenaemoe
Antibiotic Susceptibility Testing)
poTornoTkM
. Maszok; OTaensemoe Hoca;
lMoces 0TAENAEMOro BEPXHUX AbIXaTeNbHbIX NYTel Ha MUKPOdAOPY, ONpeeneHne YyBCTBUTENBHOCTHU K
s . e L. OTaensaemoe HOCOrNOTKY;
3.29.7.33 paclmMpeHHOMY CNeKTpy aHTUMMKPOGHbIX NpenapaTtos (Upper Respiratory Culture. Bacteria Identification, no7 1900 20% 317
s s N Otpenaemoe nasyxu; Otaenaemoe
Antibiotic Susceptibility, Enlarged Testing)
poTornoTkM
. Maszok; OTaensemoe Hoca;
lMoces 0TAENAEMOro BEPXHUX AbIXaTeNbHbIX NYTel Ha MUKPOGAOPY, ONpeaeneHne YyBCTBUTENBHOCTU K OTIEAREMOE HOCOMND
TAENAEMOE HOCOTNOTKY;
3.29.7.34 AHTUMMKPOGHbLIM Npenapatam u 6aktepuodaram (Upper Respiratory Culture. Bacteria Identification, Antibiotic A no7 1100 20% 183
L . - . Otaenaemoe nasyxu; Otaenaemoe
Susceptibility and Bacteriophage Efficiency Testing)
poTornoTkM
MoceB MOKPOTbI U TPaxeoB6POHXMANbHBIX CMbIBOB Ha MUKPOG/IOPY, ONpeAeneHmne HyBCTBUTEIbHOCTU K Mokpota; HasoTpaxeanbHbiii
3.29.7.35 AHTUMUKPOBHbLIM NpenapaTam U MUKpocKonuei maska (Sputum and Tracheobronchial washings Culture. Bacteria acnupart; MpombiBHble BOAbI no7 1050 20% 175
Identification and Antibiotic Susceptibility Testing, Microscopy) 6poHx0B
MoceB MOKPOTbI U TPaxeo6POHXMANbHBIX CMbIBOB Ha MUKPOGIOPY, ONpeAeneHue HyBCTBUTEIbHOCTH K Mokpota; HasotpaxeanbHbiii
3.2.9.7.36 PacLUMPEHHOMY CNEeKTPY aHTUMMKPOBHbBIX NPenapaTos 1 MUKpocKonueit maska (Sputum and Tracheobronchial acnupart; MpombiBHblEe BOAbI no7 1990 20% 332
washings Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing, Microscopy) 6poHxos
AZEHOBMPYC PECNMPaTOPHbIN, BbIABEHUE aHTUIEHa B PECIMPATOPHOM TPaKTe, MMMYyHOXpoMaTorpadua Oraennemoe Hoca; OtaenAemoe
3.2.9.7.37 A lpy p N P p " L p patop p. ’ v ) P P HocornoTku; OTaensemoe no2 890 20% 148
(Adenovirus, respiratory infection, One step rapid immunochromotographic assay, antigen)
pOTOrNOTKM
Otaensemoe NosoBbiX OPraHoB
AcumTtnyeckan Xuaroctb; JInksop;
Coaepnmoe NONOCTM MaTKM;
CycTaBHasA XUAKOCTb; IAKYNAT;
3291028 Moces Ha FOHOKOKK (!\leiss.eria gonorrhoeae, roHopes), o_npe,u,en.e.rme. HvBCTBVITeI-|b-HO-CTM K aHTVTN!PTKpOGHl.:IM (0171 oe rnasa; 01y oe 207 790 20% 132
npenapatam (GC, Neisseria gonorrhoeae Culture. Bacteria Identification and Antibiotic Susceptibility Testing) nonoBbIX opraHos; OTaenfaemoe
npamoit kuwwku; OTaensemoe
poTornoTku; MNaespanbHan
MUAKOCTb; CeKpeT NpocTaThl
Moces Ha nucTepuu (Listeria monocytogenes) ¢ onpeaeneHnem YyBCTBUTENbHOCTY K aHTUMUKPOGHbIM NpenapaTam OrAenAemoe NoN10sbIX OpraHos;
3.2.9.10.29 , . P Y g. " P 'q y . o . P penap: Cekpert npocrartbl; Cogepumoe no7 920 20% 153
(Listeria monocytogenes Culture. Bacteria Identification and Antibiotic Susceptibility testing)
NONOCTM MaTKK; IAKYNAT
Moces Ha 6eTa-reMoIMTUYECKUIA CTPENTOKOKK rpynnbl B (Streptococcus group B, Streptococcus agalactiae
3.2.9.10.30 . P ) py_ N t P group P 8 ) OTaenaemoe NONOBLIX OPraHOB noS 750 20% 125
(Streptococcus agalactiae Culture. Bacteria Identification)
Moces Ha 6eTa-reMoNUTUYECKUI CTPENTOKOKK rpynnbl B (Streptococcus group B, Streptococcus agalactiae),
3.2.9.10.31 onpeaeneHue YyBCTBUTENIbHOCTM K aHTUMUKPOBHbIM NpenapaTtam (Streptococcus agalactiae Culture. Bacteria OTaenaemoe NONOBLIX OPraHOB no7 990 20% 165
Identification and Antibiotic Susceptibility Testing)
WccnenosaHue Ha 61oLieHo3 Bnaranuila, onpeaeneHmne YyBCTBUTENIbHOCTM K aHTUMUKPOBHbBIM 1
AHTUMMKOTUYECKMM NpenapaTam (C MUKPOCKONWei HaTUBHOTO Npenapara, okpalueHHoro no pamy) (Vaginal
3.2.9.10.33 . ) ) penap (_ p. I ) penap . P . . P Y) ( . B OTaenaemoe NONOBLIX OPraHOB o7 1400 20% 233
Biocenosis: Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain, Bacterioscopic Examination of
Smear))*
n " 5 OTAensemoe nosoBbIX OPraHoB;
oceB Ha MMKPOG/IOPY OTAENAEMOro NO/IOBbIX OPraHOB, ONpPe/eNeHNe YyBCTBUTENbHOCTU K aHTUMMKPOGHBIM
3.2.9.10.34 P N pv_ A p e P .A V L L N P Cekpet npocTtaTbl; Cogepxumoe no7 1100 20% 183
npenapatam (Genitourinary Tract Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
NONOCTM MaTKK; IAKYNAT
lMoces 0TAEN1AEMOro NO/IOBbIX OPraHOB Ha MUKPOGIOPY, ONpeaeeHre YyBCTBUTENLHOCTH K PacluMpeHHOMY OTAensemoe nosoBbIX OPraHoB;
3.2.9.10.35 CNeKTPpY aHTUMMKPOGHbIX NpenapaTtos (Genitourinary Tract Culture. Bacteria Identification, Antibiotic CekpeT npocTatbl; Coaepskumoe no7 2220 20% 370
Susceptibility, Enlarged Testing)* NONOCTU MATKU; IAKYNAT|
lMoces 0TAEN1AEMOro No/IOBbIX OPraHOB Ha MUKPOGIOPY, ONpeaeneHune YyBCTBUTEIbHOCTU K aHTUMUKPOBHbLIM OTAensemoe nosoBbIX OPraHoB;
3.2.9.10.36 npenapatam u 6aktepuodaram (Genitourinary Tract Culture. Bacteria Identification, Antibiotic Susceptibility and CekpeT npocTatbl; Coaepskumoe no7 1500 20% 250
Bacteriophage Efficiency Testing) NONOCTU MATKU; IAKYNAT|
Xnammuamnm, BbiaeHNe aHTUreHa B Ma3Kax YPOreHUTa IbHOro TpakTa, MMMyHOoXpomaTorpadua (Hexagon
3.2.9.10.39 Al P P YHOXP pagua ( 8 OTgensemoe nonoBbIX OPraHoB ho2 1400 20% 233

Chlamydia, One step rapid immunochromotographic assay, antigen)
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Apyrne p nyecKkne
Hoit; MpyaHoe monoko; Kan;
Coaepkumoe nHGUNbTpaTa;
TpaHccypaart; SKeeyaat;
3.2.9.3.20 MoceB Ha 3010TUCTbIN CTapUIOKOKK (Staphylococcusl aureus.),. OnPeAeneHMe‘HYBC‘TBMTeIlef)C.T.M K aHT.MMMKp()ﬁHbIM Or, oe Hoca; Ot p07 760 20% 127
npenapatam (Staphylococcus aureus Culture. Bacteria Identification and Antibiotic Susceptibility Testing) HocornoTku; OTaenfaemoe nasyxu;
Or, oe paHbl; 0T
potornoTku; Copepxumoe
abcuecca
HoM; MpyAHOEe MONIOKO;
Cogaepskumoe abcuecca;
. Copepumoe nHUNbTPaTa;
Moces Ha 3010TUCTbIN cTadMNOKOKK (Staphylococcus aureus), onpeaeneHme YyBCTBUTENILHOCTU K PaCLUMPEHHOMY T 3 K
AHCCYAaT, JKCCyAaT, Ran;
3.293.21 CNeKTpy aHTUMMKPOBHbIX Npenapatos (Staphylococcus aureus Culture. Bacteria Identification, Antibiotic P YA YAST; ! no7 1900 20% 317
. . Otpensemoe Hoca; OTaensemoe
Susceptibility, Enlarged Testing)
HOCOr/10TKU; OTp.enﬂeMoe nasyxu;
o4 0e paHbl; OTA oe
POTOrNOTKN
Ho; MpyaHoe monoko; Kan;
Otpensemoe Hoca; OTaensemoe
. HOCOrNOTKK; OTAenAemoe nasyxu;
MoceB Ha 3010TUCTBIN cTadpUNOKOKK (Staphylococcus aureus, onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOBHbBIM o o
Taenaemoe paHol; OtTaensaemoe
3.293.22 npenapatam u 6aktepnodaram (Staphylococcus aureus Culture. Bacteria Identification, Antibiotic Susceptibility and A pariel; OTA no7 950 20% 158
. . . potornoTku; Copepxumoe
Bacteriophage Efficiency Testing)
abcuecca; Cogepxumoe
uHounbTpaTa; TpaHceyaaT;
Skceyaar|
3.2.9.3.23 Moces Ha 6eTa-remonUTU4ECKUit CTpEI‘ITL‘?KOKK rp{y{nnb{l A (Streptococcus group A, Streptococcus pyogenes) Koxa; OTaensemoe poTornoTku; 205 850 20% 142
(Streptococcus pyogenes Culture. Bacteria Identification) Cofepxumoe yxa
MoceB Ha 6eTa-remonUTUYECKUIT CTPENTOKOKK rpynmbl A (Streptococcus group A, Streptococcus pyogenes),
. Koxa; OTaensemoe poTornoTku; o
3.29.3.24 onpegeneHue 4yBCTBUTEIbHOCTM K aHTUMUKPOBHbIM npenapatam (Streptococcus pyogenes Culture. Bacteria ConEDKIMOE VXa no7 950 20% 158
Identification and Antibiotic Susceptibility Testing) AP Y
AcuuTtnyeckan Xuaroctb; JInksop;
Moces NYHKLUMOHHOrO MaTep1ana Ha MUKPOhAOPY, ONpesieNeHne HyBCTBUTENbHOCTU K aHTUMUKPOGHbI fnespanbas KuaKocTs;
3.29.3.25 MYHKY rom: T_p 7 MAKD . 7 py,- -rlp -,u, g V _T_ Ten _T__ T M P M Copepxumoe no7 950 20% 158
npenapatam (Punctate Fluid Culture. Bacteria Identification and Antibiotic Susceptibility Testing) .
TPaXeoCTOMUYECKO/MHTYBALMOHH
oA Tpy6Ku; CycTaBHaA KNUAKOCTb
Jlnksop; MnespanbHaa XUAKOCTb;
MoceB NYHKLMOHHOMO MaTepuana Ha MUKPodOpy, onpeaeneHne YyBCTBUTENLHOCTU K PaClIMPEHHOMY CNeKTpy Comepsumoe
3.29.3.26 aHTUMKKPOBHbIX NpenapaTos (Punctate Fluid Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged . AP no7 1990 20% 332
Testing) TPaxeoCTOMWUYECKON/UHTY6aUMOHH
g ot Tpy6Ku; CycTaBHan KMAKOCTb
OTpenAaemoe No/oBbIX OPraHoB.;
329327 !’onopeﬂ, BblfiBNEHUE aH.mreHa, ummyHoxpomatorpadus (Neisseria gonorrhoeae test, One step rapid OTaenaemoe poTornoTku; no2 1150 20% 192
immunochromotographic assay) MYHKLUMOHHAA )UAKOCTb;
PeKTafbHbIN Ma30K
3.2.9.3.28 PeCrIM'paTopHO-CVIHI..LVITM.aﬂbeIﬁ BUpYC (PC-MH?EK'LMR), BblfABNEHNE aHTVII"EHa, MMMny)XpOMaTOI’paﬂ)Mﬂ Masok; CMblBb! n02 890 20% 148
(Respiratory Syncytial Virus, RSV, One step rapid immunochromotographic assay, antigen)
Cocko6; CycTaBHas }KWUAKOCTb;
TpaHccyaaT; SKeeyaaT; IAKyNAT;
MpombiBHbIE BOABI 6POHXOB;
Cekpert npocratsl; Cogepumoe
abcuecca; Coaepkumoe
nHdunbTpaTa; Cogepkumoe
nonoctn matku; Cogepxnmoe yxa;
Moces Ha ApoxKenogo6Hble 6b1 (popos Candida, Cryptococcus) c onpegeneHuve BCTBUTENIbHOC OTaensemoe HocornoTky;
H HOKEN! Hble rpuodbl 1aa, u: n NeHUemM 4 TBUTENIbHOCTU K
3.29.4.12 AP A P PoA X .yp X ) peAl . y i . Otaensemoe nasyxu; OTaensemoe no7 890 20% 148
aHTUMMKOTUYECKUM NpenapaTam (Yeast Culture. Identification and Antimycotic Susceptibility testing)
NONOBbIX OPraHoB; OT/J,EJNEMOE
paHbl; OTAENAEMOe POTOTNIOTKY;
MnespanbHan XMAKOCTb; Ma3ok;
Mokpota; Moua;
HasoTtpaxeanbHblit acnupar;
Otpensemoe rnasa; Otaensemoe
HOCa; ACLLMTVIHECKER HUAKOCTb;
[Hoit; *enub; Kan; JIuksop
Moces Ha MEHUHIOKOKKHK, onpeaenieHne 4yBCTBUTE/IbHOCTU K aHTUMMK| 06HbIM Npenapatam (Neisseria
3.29.4.13 o .p o L v L L P . penap ( JNnksop; OTAENAEMOe HOCOTNOTKN no7 1020 20% 170
meningitidis Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
329811 MNoces OTAeIIHe.MOI'O rn.a.a H? MMKpO¢I|(?p.y, t.anep,ene_r—utu_e HVBCTI-BMTeanOCTM K aHTUMUKPOGHbIM npenapatam (Eye Oraensemoe rnasa £07 1150 20% 192
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
Moces oTaenAemoro rnas Ha MMKpPOdAOpY, ONpeAeneHne YyBCTBUTENbHOCTM K PaCLUMPEHHOMY CMeKT|
3.2.9.8.12 A pognopy, onp ,q. . ,y A L p .p. N v Py . OTtpensemoe rnasa no7 2200 20% 367
aHTUMKKPOBHbIX Npenapartos (Eye Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)
Moces oTaenAaeMoro rnas Ha MUKpopno , onpeaeneHue 4yBCTBUTENIbHOCTU K aHTUMMK| 06HbIM Npenaparam n
3.2.9.8.13 A P ¢ Py . .p A . _V . - p p. . P . Otpensaemoe rnasa no7 1300 20% 217
6akTepuodaram (Eye Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)
32.9.9.9 MNoces OTAeIIHe.MOI'O y|..uf517| r.ia MMKpO(bI!O.py,. onpep,enfer—_utie "IVBC'-I'BMTeanOCTM K aHTUMUKpOGHbIM npenapartam (Ear Conepumoe yxa £07 1050 20% 175
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
Moces oTaenAemoro yueit Ha MMKpodAOpY, onpeaeneHne YyBCTBUTENbHOCTM K PaCLUMPEHHOMY CreKT|
3.29.9.10 A v podnopy, onp A . v R - P . p v Py . Coaepumoe yxa po7 2100 20% 350
aHTUMKKPOBHbIX Npenaparos (Ear Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Ttesting)
Moces oTaensemoro ywei Ha MUKpodaopy, onpeaeneHne YyBCTBUTENIbHOCTU K aHTUMMKPOGHbBIM npenapaTtam u
3.2909.11 Copaepxumoe yxa o7 1300 20% 217
6akTepuodaram (Ear Culture. Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing) Aep 4 s v
VIMMYHHBbIW CTATYC
3.25.0.1 WmmyHonoruyeckoe obcnegosanue paclumperHoe (Immunological Survey Extended) KpoBb; CbIBOPOTKa KPOBU A0 9 8150 20% 1358
3.2.5.0.2 WmmyHonoruyeckoe obcnegosaHve ckpuHuHrosoe (Immunological Survey, Screening) KpoBb; CbIBOPOTKa KpoBU £09 4 650 20% 775
32514 NmmyHornobynuHbl knacca A (Immunoglobulin A, 1gA) CbIBOPOTKa KPOBU 1 280 20% 47
3.25.1.5 WUmmyHornobynuHbl knacca M (Immunoglobulin M, IgM) CbIBOPOTKa KPOBU 1 280 20% 47
3.2.5.1.6 NmmyHornobynuHel knacca G (Immunoglobulin G, I1gG) CbIBOPOTKa KPOBU 1 280 20% 47
32517 NmmyHornobynuHel knacca E (06wmit IgE, ummyHornobyaun E 06wuit) (Immunoglobulin E Total, IgE Total) CbIBOPOTKa KPOBU 1 400 20% 67
3.2.5.1.8 Wntepneinkun-1B (U/1-1B) (Interleukin 1 Beta, IL-1) CbIBOPOTKA KpOBM 0o 3 1900 20% 317
3.2.5.1.9 WHTepneiknH-6 (UN-6) (Interleukin 6, IL-6) CbIBOPOTKa KPOBU Ao 2 1900 20% 317
3.2.5.1.10 WutepneikuH-8 (UN-8) (Interleukin 8, IL-8) CbIBOPOTKA KpOBM 0o 3 1900 20% 317
3.2.5.1.11 WHTepneitknH-10 (MN-10) (Interleukin 10, IL-10) CbIBOPOTKa KPOBU Ao 3 1900 20% 317
3.2.5.1.12 dakTop Hekposa onyxonu-a (PHO-a) (Tumor Necrosis Factor Alpha, TNF-a, Cachectin) CbIBOPOTKA KpOBM 0o 3 1900 20% 317
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3.25.2.5 Linpkyavpytowme MMmyHHble komnaekcbl (LIWK) o6wme (Circulating Immune Complexes (CIC) Total) CbIBOPOTKa KPOBU A0 5 1200 20% 200
3.2.5.2.6 KomnoHeHTbl cuctembl KomniemeHTa C3, C4 (Complement components C3, C4) CbIBOPOTKA KPOBU 1 750 20% 125
3.2.5.2.7 C3 KomnoHeHT cuctembl KomnaemeHTa (Complement Component C3) CbIBOPOTKa KPOBU 1 380 20% 63
3.2.5.2.8 C4 KomnoHeHT cuctembl komnaemeHTa (Complement Component C4) CbIBOPOTKA KPOBU 1 380 20% 63
Cuctema KOMNeMeHTa: KOMBMHMPOBaHHaA OLieHKa GYHKLMN KNaCCUYeCKOro, afibTePHATUBHOTO M IEKTUHOBOTO
32529 nyteit aktusauum metogom UDA (Functionality Test of Complement: Classical, Alternative and Lectin Pathways, o7 4500 20% 750
ELISA)
3.2.5.2.10 CucTema KOMMNNEeMeHTa: oueHKa GyHKLUMOHanbHoM aktueHocTu (CH50) (Functionality Test of Complement (CH50)) CbIBOPOTKa KPOBU no7 1350 20% 225
3.2.5.2.11 WHrnbutop C1-actepassbl (C1-Esterase Inhibitor, C1-INH) Mnasma Kposu no7 1900 20% 317
3.2.5.3.2 CD4+ T-numbouutbl, % 1 abcontotHoe konudectso (T-xennepsbl, CD4+ T-cells, Percent and Absolute) Kposb £02 1350 20% 225
3.25.3.3 B-numdouunTbl, % v abcontoTHoe konmdectso (CD19+ numdouuTsi, B-cells, Percent and Absolute) Kposb A0 2 1400 20% 233
32534 g;iV;BMpDBaHHbIe numeouutbl (CD3+HLA-DR+, CD3-HLA DR+) (Activated Lymphocyte: CD3+HLA-DR+, CD3-HLA Kposb n03 1700 20% 283
3.253.5 Cnoco6HocTb MMMPoLMTOB K akTMBauuK (Lymphocyte Activation Ability) Kposb A0 9 3900 20% 650
3.25.4.1 WccnepoBaHue nHtepdepoHoBoro cratyca (Study of Interferon Status) Kposb A0 12 3000 20% 500
3.25.4.2 WHrapoH (Ingaron) Kposb fo 12 690 20% 115
3.2.5.4.3 PeadepoH (Reaferonum) Kposb A0 12 690 20% 115
3.2.5.4.4 AMUKCHH (Amixin) Kposb Ao 12 690 20% 115
3.2.5.4.5 Karouen (Kagocel) Kposb A0 12 690 20% 115
3.2.5.4.6 Heosup (Neovir) Kposb Ao 12 690 20% 115
3.2.5.4.7 UuknodepoH (Cycloferonum) Kposb A0 12 690 20% 115
3.2.5.4.8 [anasur (Galavit) Kposb Ao 12 690 20% 115
3.2.5.4.9 WN3onpunHo3uH (Isoprinosine) Kposb A0 12 690 20% 115
3.2.5.4.10 WmmyHan (Immunal) Kposb Ao 12 690 20% 115
3.2.5.4.11 WUmyHodaH (Imunofan) Kposb A0 12 690 20% 115
3.2.5.4.12 NmmyHomakc (Immunomax) Kposb Ao 12 690 20% 115
3.2.5.4.13 WNmyHopUKC (Imunorix) Kposb A0 12 690 20% 115
3.2.5.4.14 Jlukonug, (Licopid) Kposb Ao 12 690 20% 115
3.2.5.4.15 Manasup (Panavir) Kposb A0 12 690 20% 115
3.2.5.4.16 MNonuokengoHwii (Polyoxidonium) Kposb Ao 12 690 20% 115
3.2.5.4.17 TaktueuH (Tactivinum) Kposb A0 12 690 20% 115
3.2.5.4.18 TumoreH (Thymogen) Kposb fo 12 690 20% 115
OHKOMAPKEPbI
3.2.12.0.14 MCA o6wuit (MpoctaTuyeckuii cneyuduyeckmii aHTureH obuumit) (Prostate-Specific Antigen Total, PSA Total) CbIBOPOTKa KPOBU 1 460 20% 77
3.2.12.0.15 OHKOPWCK MY}KCKOW: NpeAcTaTenbHan skenesa (Male oncologic risk: prostate) CbIBOPOTKa KPOBU 1 910 20% 152
3.2.12.0.16 OueHKa 350poBba npoctatsl (MCA 06wy, MCA cB., -2proPSA, phi) CbIBOPOTKA KPOBU A0 4] 2700 20% 450
3.2.12.0.17 WccneposaHue kanbumuToHuHa (Calcitonin) CbIBOPOTKa KPOBU 1 900 20% 150
3.2.12.0.18 Anboa-detonpotenH (A®N) (a-Fetoprotein, AFP) CbIBOPOTKa KPOBU 1 450 20% 75
3.2.12.0.19 PaKoBO-3M6pPUOHaNbHbIN aHTUreH (PIA, KapUMHOIMBPUOHaNbHbIN aHTUreH) (Carcinoembryonic Antigen, CEA) CbIBOpPOTKa KpOBK 1 580 20% 97
3.2.12.0.20 CA-15-3 (YrneBoaHblit aHTureH 15-3) (Carbohydrate Antigen CA-15-3, Cancer Antigen CA-15-3) CbIBOPOTKa KPOBU 1 650 20% 108
3.2.12.0.21 CA-72-4 (YrneBoaHblii aHTUreH 72-4) (Carbohydrate Antigen CA-72-4, Cancer Antigen CA-72-4) CbIBOpPOTKa KpoBU Ao 2 850 20% 142
3.2.12.0.22 CA-19-9 (YrnesoaHblii aHTureH 19-9) (Carbohydrate Antigen CA-19-9, Cancer Antigen-Gl) CbIBOPOTKa KPOBU 1 650 20% 108
LiutokepatuHoBbiit dpparmeHT (Cyfra 21-1, dparmeHT uutokepatuHa 19) (Cytokeratin 19 Fragments, C-terminus of
3.2.12.0.23 CbIBOPOTKa KpOB 02 850 20% 142
Cytokeratin 19, CK19 Soluble Fragments, Cyfra 21-1) £IBOPOTKa KpOBA B ’
3.2.12.0.24 CA-125 (YrneBoaHblIvi aHTUreH 125) (Carbohydrate Antigen CA-125, Cancer Antigen CA-125) CbIBOPOTKa KPOBU 1 590 20% 98
3.2.12.0.26 HE4 (Benok 4 anuauammuca yenoseka) (Human Epididymis Protein 4, HE4) CbIBOPOTKa KPOBU A0 2 1100 20% 183
OueHKa pucKa paka An4HuKoB no anroputmy ROMA (Risk of Ovarian Malignancy Algorithm, anroputm pacyeta
3.2.12.0.27 pU1CKa aNUTENNANbHOIO Paka AMYHUKOB) (410 KeHWWH A0 meHonay3bl) (Risk of Ovarian Malignancy Algorithm, CbIBOPOTKa KPOBU Ao 2 1700 20% 283
ROMA (Before Menopause))
3.2.12.0.28 ROMA1 Pacyet nHgekca CbIBOPOTKa KPOBU 1 70 20% 12
OueHKa pucKa paka An4HuKoB no anroputmy ROMA (Risk of Ovarian Malignancy Algorithm, anroputm pacyeta
3.2.12.0.29 pU1CKa aNUTENMaNbHOMO paka AMYHUKOB) (410 KeHWWH nocne meHonaysbi) (Risk of Ovarian Malignancy Algorithm, CbIBOPOTKa KPOBU Ao 2 1800 20% 300
ROMA (After Menopause))
3.2.12.0.30 ROMA2 Pacyet nHgekca CbIBOPOTKa KPOBU 1 70 20% 12
3.2.12.031 CA-242 (YrneBoAHbIVi aHTUreH 242, onyxonesblit mapkep CA-242) (Carbohydrate Antigen CA-242, Tumor Marker CHIBOPOTKA KPOBM a6 850 20% 142
CA-242)
3.2.12.0.32 Beta-2-mukpornobynuH (B-2-mukpornobynuH) B coiBopoTke Kposu (Beta-2-Microglobulin, BMG, Serum ) CbIBOPOTKa KPOBU 1 890 20% 148
3.2.12.0.33 HelpoHcneunduyeckas eHonasa (HCE) (Neuron-Specific Enolase, NSE) CbIBOPOTKa KPOBU A0 2 1250 20% 208
3.2.12.0.34 XpomorpanuH A (Chromogranin A, CgA) CbIBOPOTKa KPOBU 405 5 600 20% 933
3.2.12.0.35 Benok $100 (5100 Protein) CbIBOpOTKa KpoBu Ao 2 2 800 20% 467
3.2.12.0.36 SCC (AHTUreH n0CKOKNETOYHOM KapumHombl) (Squamous Cell Carcinoma Antigen, SCCA, SCCAg) CbIBOPOTKa KPOBU 0 6! 2250 20% 375
3.2.12.037 UBF (AHTUreH paka MO“IEB.OI'O nya?lpﬂ, nccnepoBaHUe pacTBOPUMbIX GparmMeHToB LUTOKepaTUHOB 8 1 18 B Mmoye) Moua 208 1750 20% 292
(Urine Bladder Cancer Antigen, Urine Bladder Cancer, UBC)
M-rpasiueHT, CKpUHWHT. 1eKTPOdOpPe3 CbIBOPOTKM KPOBM, UMMYHODUKCALMA C NONNBANEHTHOW aHTUCHIBOPOTKOIA,
3.2.12.0.38 KONMYecTBEHHanA oueHKa M-6enka (6e3 Tunuposanua) (M-Gradient, Screening. Serum Protein Electrophoresis CbIBOPOTKa KPOBU Ao 12 1990 20% 332
(SPEP), Immunofixation with Polyvalent Antiserum, Quantification of M-Protein (without Typing))
M-rpagueHT, TunMpoBaHue. 3N1eKTpopopes CbIBOPOTKM KPOBU, UMMYHODUKCALIMA C NaHENbIO aHTUCbIBOPOTOK
(pasaenbHo K IG, IgA, IgM, Kanna, nambaa), KonuyecTBeHHas oueHka M-6enka (M-Gradient, Typing. Serum
3.2.12.0.39 ) ; o . ) . CbIBOpOTKa KpoBU £o 12 3800 20% 633
Protein Electrophoresis (SPEP), Immunofixation with Antisera (IgG, IgA, IgM, Kappa, Lambda), Quantification of M-
Protein)
3.2.12.0.40 MCA cBo60AHbIN (MpocTaTuyeckuii cneunpuyeckunii aHTureH cBo6oaHbI) CbIBOPOTKa KPOBU 1 460 20% 77
3.2.12.0.41 MonekynapHo-reHeTUYecKas AMarHoCTUKa paka NpeacTaTeNbHOM Kenesbl Moya A0 8] 4500 20% 750
OHKOTEHETUYECKUE UCC/IEQOBAHUA
3.2.25.0.83 MonekynapHo-reHeTU4ecKoe uccnegoBaHve mytauumii 8 reHax BRCAL u BRCA2 B kposu 6 500 20% 1083
3.2.25.0.84 MonekynfpHo-reHeTUYeckoe nccnefoBaHne mytaumii 8 rene CHECK2 B kposu meTtogom MLIP 4 350 20% 725
3.2.25.0.85 OnpegeneHne MUKPOCATENNIUTHON HeCTabunbHOCTM B GruoncuitHom (onepaunoHHom) matepuane metogom MLP 11550 20% 1925
3.2.25.0.86 MonekynapHo-reHeTU4eckoe uccnefosaHne mytaumii B ree KRAS B 61oncuitHom (onepauuoHHoM) matepuane 21600 20% 3600
3.2.25.0.87 MonekynapHo-reHeTU4eckoe uccnefosaHue mytaumii 8 rene NRAS B 6uoncuitHom (onepauuoHHoM) maTepuane 24500 20% 4083
3.2.25.0.88 MonekynapHo-reHeTU4eckoe UccnefoBaHue myTaumii 8 reHe BRAF B 6uoncuitHom (onepauuoHHOM) matepuane 16 560 20% 2760
3.2.25.0.89 MonekynapHo-reHeTU4ecKoe UccnefoBaHue myTaumii 8 reve BRCAL B 61oncuitHom (onepauuoHHOM) matepuane 12960 20% 2160
3.2.25.0.90 MonekynapHo-reHeTU4ecKoe UccnefoBaHue myTaumii 8 reve BRCA2 B 61oncuitHom (onepauyoHHOM) maTepuane 12960 20% 2160
3.2.25.091 MonekynspHo-reHeTU4eckoe nccnefosaHue mytauuii 8 rede c-KIT 8 GuoncuitHom (onepaumoHHom) matepuane 4320 20% 720
3.2.25.0.92 MonekynapHo-reHeTU4ecKkoe uccnegoBaHve mytauuii 8 reHe PDGFRA 11 800 20% 1967
3.2.25.0.93 OnpegeneHve nonumopdusma reHa DPYD metogom MLP 12 250 20% 2042
3.2.25.0.94 MonekynapHo-reHeTU4ecKoe uccnefoBaHue mytaumii 8 ree EGFR B 6uoncuitHom (onepaunoHHoM) matepuane 19590 20% 3265
3.2.25.0.95 MonekynspHo-reHeTU4ecKoe UccnefoBaHue mytaumii 8 rese IDH1 B 6uoncuitHom (onepauuoHHOM) matepuane 7 650 20% 1275
3.2.25.0.96 MonekynspHo-reHeTU4ecKoe UccnefoBaHue myTaumii 8 rese IDH2 B 6uoncuitHom (onepauuoHHOM) maTepuane 7 650 20% 1275
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3.2.25.0.97 OnpegeneHune MeTuaMposaHusa reHa MGMT B 61oncuitHom (onepauuoHHOM) maTepuane 12530 20% 2088
FMCTONNIOrMYECKUE UCCNIEAOBAHUA
3.2.21.0.25 MucTonornyeckoe uccnesosarue (Matonoro-aHaToMUyeCKoe UccaeoBaHne 6GUoNCcHiiHOro (onepauyoHHoro) 4350 20% 725
marepuana)
3.2.21.0.23 MepecmoTp rMcToNorMYeckux npenapaTos GMONCUNHOrO (onepaLoHHOro) matepuana 4350 20% 725
3.2.21.0.24 MepecmoTp r1CTONOTMYECKNX NPpenapaTos 61ONCUIHOTO (ONepaLmMoHHOro) matepuana (6onee 20 rMCTONOMUYECKUX 5180 20% 363
npenapaTos)
LUTO/IOrMYECKUE NCCNEAOBAHUA
3.2.15.0.5 KuakocTHas uuTonorma. Ll,mc.momqecxoe uccnenosaHue 6Momatepuana Weitkn MaTku (OKpatimsaHue no Cockob 206 1380 20% 230
ManaHwukonay, TexHonorus ThinPrep ®)
3.2.15.06 Uurtonornueckoe n MMMyHOLLMT'OXMIZMHeCKOe uccneposaHue ¢ mapkepamu pl6INK4a u Ki-67 ana noateepxaeHua Cockob no11 7300 20% 1217
JMCNNA3MM B Ma3KaX CAIM3UCTOM LWEMKM MATKK
32.15.0.8 LLMTOHOI"W-IECKOG faccqe,qoaaw}e 61omaTtepuana Wweikn maTku (okpalmsaHue no Manaxukonay, Pap-Tect) Cockob nod 1100 20% 183
(Cytological Examination: Cervix, Pap-test)
32.15.0.9 LiuTonornyeckoe nccnesosaHne 6nomatepmana cockobos ByNbBbI M BAaranuila, KpOMe LWelKu MaTkn Cockob nod 260 20% 160
(okpawmsaHue no ManaHukonay, Pap-tect)
3.2.15.0.10 Mc.cne,tuaHme COCKOBOB M OTNEYaTKOB C NOBEPXHOCTU KOXM M cansncTbix (Examination of Scrapings and Prints of Oraennemoe rrasa; Cockob 203 390 20% 65
Skin and Mucous Membranes)
32.15.0.11 MCCHE,IIJ,DBQHME cocko60B 1 on?euaﬂ(oa o.nyxonew 1 onyxonenoao6Hbix obpasosaHuii (Examination of Scrapings Cockob 203 590 20% o8
and Prints Tumor and Tumor Like Formations)
H/0CKONUYECKNIA MaTepuan
KeNyA0K; DHAOCKONUYECKNIA
3.2.15.0.12 WUccneposaHue sHaocKonuyeckoro matepuana (Examination of Endoscopic Material) maTepuan KUWeYHWK; no3 590 20% 98
IH/AOCKOMUYECKNIA MaTepuan
nuuesoaa
3.2.15.0.13 WccnepoBaHna NnpombiBHbIX Bog, 6poHxos (MccnegoBaHmne cmbioB ¢ 6poHxoB) (Examination of Bronchial CrbiB 203 590 20% o3
Washouts)
3.2.15.0.14 WccneosaHue cOCKOBOB WeKM MaTKM U LiepB1KanbHOro kaHana (Examination of Scrapings: Cervix and Cervical Cockob n04 560 20% 93
Canal )
LiuTonornyeckoe nccnesoBaHue SNUTENNA WEHKM MaTKM C ONUCaHUEM NO TEPMUHONOMMYECKOi cucTeme Betecaa
3.2.15.0.15 (The Bethesda System - TBS) (Cytological Examination of Cervical Epithelium with Description on The Bethesda Cockob A0 4 560 20% 93
System, TBS)
3.2.15.0.16 WccnepoBaHue acnvpara U3 nonocTu matku (maskw) (Examination of Uterine Aspiration ) Acnupart Ao 3 490 20% 82
3.2.15.0.17 WccnepoBaHue otnevaTka ¢ BHyTpUmMaTodHoi cnupanu (BMC) (Examination of Imprint Intrauterine Device, IUD) OTAensiemoe nosioBbIX OPraHoB no3 620 20% 103
3.2.15.0.18 WccneposaHue moun (Examination of Urine) Moya Ao 3 460 20% 77
3.2.15.0.19 WccneposaHue BblAeneHnin U3 MooYHOM Kenesbl (Examination of Breast Discharge) OTaensemoe U3 cocka Ao 3 460 20% 77
A .
3.2.15.0.20 WccnepoBaHue TpaHccyAaToB, IKCCYAATOB, cekpetos (Examination of Transudates, Exudates, Secrets) CLMTATECKAR UAKOCTD; no3 460 20% 77
MNnespanbHanA XUAKOCTb
3.2.15.0.21 WccnepoBaHue mokpoTsl (Examination of Sputum) Mokpota Ao 3 730 20% 122
3.2.15.0.22 WccnepoBaHue NyHKTAaTOB MOIOYHOM skenesbl (Examination of Punctates: Breast) MyHKTaT Ao 3 590 20% 98
3.2.15.0.23 WccnepoBaHue nyHKTaToB Koxku (Examination of Punctates: Skin) MyHKTaT| Ao 3 590 20% 98
n 5 V: i
3.2.15.0.24 WccnepoBaHue NyHKTATOB APYrvX OpraHoB U TKkaHeit (Examination of Punctates: Other Organs and Tissues) VHKTAT; Y3€/1 A0/ WATOBMAHOM Ao 3 730 20% 122
xenesbl
LiuTonornyeckoe nccnesioBaHme NyHKTaTa LWMTOBMAHOM enesbl C ONUCaHMEM NO TEPMUHONOTMYECKO
3.2.15.0.25 knaccudukaumm betecaa (The Bethesda System for Reporting Thyroid Cytopathology (TBSRTC), Fine-Needle Masok no3 590 20% 98
Aspiration (FNA))
3.2.15.0.26 Ll,monor.mecxue %’ICCI:IE,CI,OB&HM.E cockoba (maska) cnusncToit 060104KM NoAOCTH .Hoc_a (oaHa nokanusauus) Cockob 203 680 20% 113
(Cytological Examination: Scrapings (Smear) of Nasal Mucous Membrane (1 Localization))
3.2.15.027 Mccnegoaanme 3H,quc»<on.mecr<uro MaTeFmana Ha Hanunuue Helicobacter pylori (Examination of Endoscopic SHAOCKoNMYECKWiA MaTepUan 203 680 20% 113
Material: Presence of Helicobacter pylori)
3.2.15.0.30 KOHcyanau,mn rOTOBbIX LUTONIOrMYECKMX NpenapaTos (ogHo cTekno) (Consultation of Finished Cytological MpomssonbHbIii GuomaTepHan 203 450 20% 75
Preparations (1 Glass))
CEPONNOTMYECKAA JUATHOCTUKA UHOEKLIMOHHBIX 3ABONIEBAHUN
TORCH nHdperumnm
3.2.14.1.11 AHTUTeNa knacca IgG K Bupycy npocrtoro repneca 1 1 2 Tunos (Anti-HSV-1, 2 IgG) CbIBOPOTKa KPOBU 1 450 20% 75
3.2.14.1.12 AHTuTeNa Knacca IgG K Bupycy npocrtoro repneca 1 tuna (Anti-HSV-1 IgG) CbIBOPOTKa KPOBU A0 4 750 20% 125
3.2.14.1.13 AHTUTeNa knacca IgG K Bupycy npoctoro repneca 2 Tuna (Anti-HSV-2 1gG) CbIBOPOTKa KPOBU A0 4 490 20% 82
3.2.14.1.14 AHTuTena Knacca IgM K Bupycy npoctoro repneca 1 v 2 Tunos (Anti-HSV-1, 2 IgM) CblBOPOTKa KPOBU 1 550 20% 92
3.2.14.1.16 AsugHocTb Anti-HSV 1gG CbIBOPOTKa KPOBU A0 6! 720 20% 120
3.2.14.1.17 AHTUTeNa knacca IgG K repneceupycy Yyesnoseka 6 Tuna (Anti-HHV-6 IgG) CbIBOpOTKa KpoBu Ao 5 620 20% 103
3.2.14.1.20 AHTUTeNa Knacca IgG K repnecsupycy yesnoseka 8 Tuna (Anti-HHV-8 IgG) CbIBOPOTKA KpOBM 405 700 20% 117
3.2.14.1.21 AHTUTeNa knacca IgG K Bupycy KpacHyxu (Anti-Rubella IgG) CbIBOPOTKa KPOBU 1 450 20% 75
3.2.14.1.22 AHTUTeNa Knacca IgM K Bupycy KpacHyxu (Anti-Rubella 1gM) CbIBOPOTKA KPOBM 1 550 20% 92
3214123 AHTUTeNa Knacca IgG K aHTUreHam BMPYCa KPacHyXu, BbiABNAEMble METOA0M UMMYHOB10TTUHTa (Anti-Rubella IgG, ChiBOPOTKa KpOBM po7 5900 20% 983
Immunoblot )
3.2.14.1.25 AsugHocTb Anti-Rubella 1gG CbIBOPOTKa KPOBU A0 6! 1100 20% 183
3.2.14.1.26 AHTuTena knacca IgG k Toxoplasma gondii (Anti-Toxoplasma gondii IgG) CbIBOPOTKA KpOBM 1 420 20% 70
3.2.14.1.27 AHTUTeNa knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM) CbIBOPOTKa KPOBU 1 520 20% 87
3.2.14.1.29 AsugHocTb Anti-Toxopl gondii IgG CbIBOPOTKA KPOBM 1 1150 20% 192
3.2.14.1.30 AHTuTeNa Knacca IgG K untomeranosupycy (Anti-CMV IgG) CbIBOpOTKa KpoBu 1 410 20% 68
3.2.14.1.31 AHTUTeNa Knacca IgM Kk umtomeranosumpycy (Anti-CMV IgM) CbIBOPOTKA KPOBM 1 550 20% 92
Uutomeranosupyc, AsugHocts Anti-CMV IgG CbIBOpOTKa KpoBU 1 1300 20% 217
MapasuTtapHble MHBa3UK
AHTUTeNa knacca IgG K aHTUreHam ackapug, (Anti-Ascaris lumbricoides I1gG) CblBOPOTKa KpOBU Ao 5 890 20% 148
AHTUTENa K aHTUreHam Hematog, poaa Anisakis IgG CbIBOPOTKA KPOBM no 12 820 20% 137
3.2.14.2.9 AHTUTENa K aHTUreHam Kutaiickoit asyycTku Clonorchis sinensis IgG CbIBOPOTKa KPOBU Ao 12 1100 20% 183
AHTuTeNa Knacca IgG K aHTUreHam onwucropxuca (Anti-Opisthorchis felineus 1gG) CbIBOPOTKA KPOBM 405 790 20% 132
3.2.14.2.13 AHTUTeNa knacca IgG K aHTUreHam cTpoHrnnongosa (Anti-Strongyloides stercoralis 1gG) CblBOPOTKa KpOBU Ao 5 900 20% 150
3.2.14.2.14 AHTUTeNa Knacca IgG K aHTureHam Tpuxubenn (Anti-Trichinella 1gG) CbIBOPOTKA KPOBM 405 550 20% 92
3.2.14.2.15 AHTUTeNa knacca IgG K aHTUreHam 3XMHOKOKKa (Anti-Echinococcus 1gG) CbIBOpOTKa KpoBU Ao 5 850 20% 142
TpubKoBble HGEKUUM
3.2.143.3 |AHTMTeI|a knacca IgG k Candida albicans (Anti-Candida albicans IgG ) | CbIBOpPOTKa KpOBMI A0 SI 750| 20% 125
3.2.143.4 |I'IneceHb Candida albicans, IgG (M5) (M5 Candida albicans, 1gG ) | CbIBOPOTKa KpOEVIl 4o 4| 560| 20% 93
WHpeKLMM yporeHUTanbHOrO TpakTa
3.2.14.5.8 TpuxomoHaaa, aHTuTena knacca lgG k Trichomonas vaginalis (Anti-Trichomonas vaginalis IgG) CbIBOPOTKA KpOBU 10 6! 670 20% 112
3.2.145.9 Ypeannasma, AHTuTena knacca IgG K Ureaplasma urealyticum (Anti-Ureaplasma urealyticum IgG) CbIBOPOTKa KPOBU A0 5 660 20% 110
3.2.14.5.10 Ypeanna3sma, AHTuTena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma urealyticum IgA) CbIBOPOTKA KpOBU A0 5 660 20% 110
3.2.145.12 Xnamuauu, AHTutena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgA) CbIBOPOTKa KPOBU Ao 3 520 20% 87
3.2.14.5.13 Xnamuauu, Aututena knacca lgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis I1gG) CbIBOPOTKA KpOBU £o3 520 20% 87
32.14.5.14 IXnGa)MVI,DMM, AnTUTENa Knaccos IgA v 1gG k Chlamydia trachomatis, pasgenbHo (Anti-Chlamydia trachomatis IgA, ChIBOPOTKa KPOBI 203 1100 20% 183
g
3.2.145.15 Xnamuamnu, AHtutena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis IgM) CblBOPOTKa KPOBM A05 550 20% 92
3.2.14.5.17 AHnTuTena knacca IgG K 6enky Tennosoro woka (BTL) Chlamydia trachomatis (Anti-cHSP60 IgG) CbIBOPOTKa KPOBU 00 4 580 20% 97
3.2.145.18 Xnamuauu, Aututena knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgA) CbIBOpOTKa KpOBU no5S 700 20% 117
3.2.14.5.19 Xnamuauu, Aututena knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae IgM) CbIBOpOTKa KpOBU no5S 540 20% 90
3.2.14.5.20 Xnamuauu, Aututena knacca lgG k Chlamydophila pneumoniae (Anti-Chlamydophila pneumoniae 1gG ) CbIBOpOTKa KpOBU no5S 540 20% 90




*Cpoxk evinonnenust - pabouue Onu, 6e3 yvema Ons 3a60pa GUON02UHECKO20 MAMePUand

) m Lena, py6. CraBka Cymma
= H = s
Kon yeayrn I HCC. st BuoJoruyeckuii MaTepuas Cpoxk b 1.4, HIC HIC HIC
3214521 AHTUTeNa Knacca IgG K rl'laBHDvM\/ 6enky Hapvy»(Hom MeM6paHk?I MOMP n AHTMTena Knacca IgG Pgp3 ChIBOPOTKa KpOBM £05 470 20% 78
(mem6paHoaccoLMMpoBaHHbIi niasmuaHbIv 6enok) Chlamydia trachomatis
Kuweunble nHdpexuymn
3.2.14.6.4 AHTUTENa KNnacca IgG K aHTUreHam auseHTepuitHoit ame6bl (Anti-Entamoeba histolytica IgG) CbIBOPOTKA KPOBU A0 5 700 20% 117
3.2.14.6.5 [narHoctvka guseHTtepun metogom PMNTA c Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) CbIBOPOTKa KPOBU A0 6! 450 20% 75
3.2.14.6.6 [wnarHoctvka auseHtepun metogom PTA c Shigella flexneri 6 (Shigella flexneri 6, IHA) CbIBOpPOTKA KPOBU 10 6] 450 20% 75
3.2.146.7 [vnarHocTuka guseHTtepun metogom PMNTA c Shigella sonnei (Shigella sonnei, IHA) CbIBOPOTKa KPOBU A0 6! 450 20% 75
3.2.14.6.8 AHTUTeNa Knacca IgG K andTtepuitHomy aHaTokeuHy (Anti-Diphtheria Toxoid IgG) CbIBOpPOTKA KPOBU A0 5 940 20% 157
3.2.146.9 AHTUTena knacca IgA K aHTureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica IgA) CbIBOPOTKa KPOBU A0 5 540 20% 90
3.2.14.6.10 AHTUTeNa Knacca IgG K aHTureHam Yersinia enterocolitica (Anti-Yersinia enterocolitica 1gG) CbIBOPOTKA KPOBU A0 5 540 20% 90
3.2.146.11 [wnarHocTuka nepcmHuosa metogom PITA c Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA) CbIBOpOTKa KpOBU A0 6] 450 20% 75
3.2.146.12 JlnarHocTuka nepcuHmosa metogom PIITA ¢ Yersinia enterocolitica cepotuna O:3 (Yersinia enterocolitica 0:3, IHA) CbIBOPOTKa KPOBU A0 6! 450 20% 75
3.2.146.13 JlnarHoctuka nepcuHrosa metogom PIITA ¢ Yersinia enterocolitica cepotuna 0:9 (Yersinia enterocolitica 0:9, IHA) CbIBOPOTKa KPOBU A0 6! 450 20% 75
3.2.14.6.14 AHnTuTena K Salmonella typhi, PNIA (Salmonella typhi Antibodies, IHA) CbIBOPOTKa KPOBU A0 6! 540 20% 90
3.2.14.6.15 PMNTrA c Salmonella gr.A (Salmonella gr.A, IHA) CbIBOPOTKa KPOBU A0 6] 540 20% 90
3.2.14.6.16 PMrA c Salmonella gr.B (Salmonella gr.B, IHA) CbIBOPOTKa KPOBU A0 6! 540 20% 90
3.2.14.6.17 PMTrA c Salmonella gr.C (Salmonella gr.C, IHA) CbIBOPOTKA KPOBU A0 6] 540 20% 90
3.2.14.6.18 PMrA c Salmonella gr.D (Salmonella gr.D, IHA) CbIBOPOTKa KPOBU A0 6! 540 20% 90
3.2.14.6.19 AxTuTena Kk Salmonella gr.E, PMrA (Salmonella gr.E Antibodies, IHA) CbIBOPOTKA KPOBU A0 6] 540 20% 90
3.2.14.6.20 PIMrA c Salmonella O-komnnekc (Salmonella O-antigens, IHA) CbIBOPOTKa KPOBU A0 6! 540 20% 90
3.2.14.6.21 AHTUTENa Knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori IgG) CbIBOPOTKA KPOBU 1 540 20% 90
3.2.14.6.22 AHTuTena knacca IgM K Helicobacter pylori (Anti-Helicobacter pylori IgM) CbIBOPOTKa KPOBU A0 5 680 20% 113
3.2.14.6.23 AuTuTena Knacca IgA Kk Helicobacter pylori (Anti-Helicobacter pylori IgA) CbIBOPOTKA KPOBU A0 5 680 20% 113
32.14.6.24 AHnTuTena knacca IgG K Helicobacter pylori, Bbiasnsemble meTogom ummyHob10T1TUHIa (Anti-Helicobacter pylori ChiBopOTKa KpOBM n07 3500 20% 583
1gG, Immunoblot)
3.2.14.6.25 AHTUTena knacca IgA Kk Helicobacter pylori, BbiaBasemble MeToAomM MmmyHob10TTUHra (Anti-Helicobacter pylori ChiBopOTKa KpOBM 207 3500 20% 583
IgA, Immunoblot)
3.2.11.6.26 1393HEL ‘3C-ypea3.Hh|ffi AbixatenbHbin Tect (*C-YAT, 13C-Urea Breath test, UBT). BoiagneHue nHbekumm MIpOBb! BbIAIXaEMOro BO3YXa 206 2500 20% m7
Helicobacter pylori
3.2.14.6.27 Mccne,tuaH.Me.Ha KIT1LLIQHHy|O nanoyky (Eschf.rlchla coli 0157:H7, aLuep%/lxmos), AMNapeiHblii CUHAPOM, aHTUrEHHbIN Kan 1 900 20% 150
Tect (Escherichia coli 0157:H7. One Step Rapid Immunochromotographic Assay)
PecnupatopHble HdeKkumn
3.2.14.7.12 AHTUTENa Knacca IgA Kk ageHoBupycy (Anti-Adenovirus IgA) CbIBOPOTKA KPOBU A0 6] 730 20% 122
3.2.14.7.13 AHTUTena knacca IgG K ageHosupycy (Anti-Adenovirus IgG) CbIBOPOTKa KPOBU A0 6! 730 20% 122
3.2.14.7.14 Bo36yauTensb Kokatowa, AHTUTEna knacca IgA k Bordetella pertussis (Anti-Bordetella pertussis IgA ) CbIBOPOTKA KPOBU A0 5 830 20% 138
3.2.14.7.15 BosbyaunTenb Kokatowa, AHTUTena knacca IgG k Bordetella pertussis (Anti-Bordetella pertussis IgG) CbIBOPOTKa KPOBU A0 5 830 20% 138
3.2.14.7.16 Bo3byauTtenb Kokntowa, AHTUTeNa knacca IgM k Bordetella pertussis (Anti-Bordetella pertussis IgM) CbIBOPOTKa KpOBU A0S 830 20% 138
3.2.14.7.17 AHTuTena knaccos IgM u IgG k Mycoplasma hominis (Anti-Mycoplasma hominis IgM, IgG) CbIBOPOTKa KPOBU A0 5 870 20% 145
3.2.14.7.18 AHTuTena Knacca IgM Kk Mycoplasma hominis (Anti-Mycoplasma hominis IgM) CblBOPOTKa KPOBU A0 5 450 20% 75
3.2.14.7.19 AHTUTeNa knacca IgG kK Mycoplasma hominis (Anti-Mycoplasma hominis 1gG) CbIBOPOTKa KPOBU [0 5 450 20% 75
3.2.14.7.20 AHTuTena knaccos IgM u IgG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM, IgG) CbIBOPOTKA KpOBU Ao5 1100 20% 183
3.2.14.7.21 AHTuTena knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgM) CbIBOPOTKa KPOBU [0 5 530 20% 88
3.2.14.7.22 AHTuTena Knacca IgG k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgG) CbIBOPOTKa KPOBU A0 5 530 20% 88
3.2.14.7.23 AHTuTena knacca IgA k Mycoplasma pneumoniae (Anti-Mycoplasma pneumoniae IgA) CbIBOPOTKa KPOBU [0 5 560 20% 93
3.2.14.7.25 AHTuTena knacca IgA k Mycoplasma hominis (Anti-Mycoplasma hominis IgA) CblBOPOTKa KPOBU A0 6! 800 20% 133
3.2.14.7.26 AHTUTeNa Knacca IgG K pecnmpaTopHO-CUMHUMTUanbHOMY BUpycy (Anti-Respiratory Syncytial Virus (RSV) IgG) CbIBOpPOTKa KpOBM A0 6! 730 20% 122
3.2.14.7.27 AHTUTENa Knacca IgM K pecnmpaTopHO-CMHUMTHanbHOMY BUpycy (Anti-Respiratory Syncytial Virus (RSV) IgM) CbIBOpPOTKa KpOBM A0 6! 730 20% 122
3214728 Ty6epkyne'3, aHTUTena knaccos IgM, IgA, 1gG k Mycobacterium tuberculosis, cymmapHo (Anti-Mycobacterium ChiBopoTKa KpOBM 206 1800 20% 300
tuberculosis IgM, IgA, 1gG, Total)
P P dekupm ( y
Al ARS-CoV-2 [ Anti-SARS-CoV-2 I i
321485 HTMTEAB K KopoHaBupycy SARS-CoV-2 (HykneokancuaHomy 6enky), 18G, 96601t (Anti-SARS-CoV-2 (nucleocapsid ChIBOPOTKa KPOBM n02 550 20% 9
protein), IgG, Abbott)
MocTBaKuMHanbHble (3nuBakKopoHa, Bektop) aHTuTena Kk SARS-CoV-2 (N-, S-6enku), SARS-CoV-2-1gG-BekTop,
3.2.14.86 KauecTBeHHbIN TecT (Post-vaccination (EpiVacCorona Vector) SARS-CoV-2 (N-, S-proteins) antibodies, 1gG, CbIBOPOTKa KPOBU A0 4 2450 20% 408
qualitative)
3.2.14.8.7 AHTUTENa K KOpoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) CbIBOPOTKa KPOBU Ao 2 790 20% 132
AHTUTENa K cnaitkosomy (S) 6enky SARS-CoV-2, IgG, kauecTBeHHOe onpegeneHue. OueHka ummyHuteta [0 n
3.2.14.838 MNOC/IE BakumHaumm (anti-SARS-CoV-2 S (spike) protein antibody, IgG, qualitative. Assessment of immunity before CbIBOPOTKA KPOBM [0 4 850 20% 142
and after vaccination)
3.2.14.8.9 ABuaHOCTb aHTUTEN K SARS-CoV-2 (RBD), IgG (anti-SARS-CoV-2 (RBD) IgG avidity) CbIBOPOTKA KPOBM 4o 3 850 20% 142
3.2.14.8.10 AHTUTENa K SARS CoV-2 (S-6enky, Bktoyas RBD), I1gG, KONMYECTBEHHbIN CbIBOpOTKa KpoBu Ao 3 1200 20% 200
3214811 AnTuTENa, KOIWNE.CTB.EHHHE, K cnaikosomy (S) 6enky (RBD) SARS-CoV-2, IgG (Anti-SARS-CoV-2, spike (S) protein ChiBopoTKa KpOBM 202 1200 20% 200
(RBD), 18G, quantitative).
3.2.14.8.12 AHTUTENA K KOpOHaBupycy SARS-CoV-2, IgM v IgG (Abbott) CbIBOPOTKA KpOBM 4o 2 1450 20% 242
3214813 AHTWTENa K Kopoual‘ampycy SARS-CoV-2 BekTop becr, IgM, (KauecTBeHHOe onpegeneHune) u IgG (konudyectseHHoe ChiBOPOTKa KpOBM nod 1700 20% 283
onpegenexue) (Anti-SARS-CoV-2, IgM/IgG)
32.14.8.14 AHTUTENA K Kopoual‘ampycy SARS-CoV-2 Abbott, IgM (kauectBeHHOe onpeaenerne) u IgG (konnyecTseHHoe ChiBOpOTKa KpOBH n02 1700 20% 283
onpegenexue) (Anti-SARS-CoV-2, IgM/IgG)
e Y
3.2.14.9.15 AHTUTENa K BUY 1 1 2 v aHTured BUY 1 u 2 (HIV Ag/Ab Combo) CbIBOPOTKA KpOBM 1 420 20% 70
3.2.14.9.16 AHTUTeNa knacca IgG K Bupycy renatuta A (Anti-HAV IgG) CbIBOPOTKa KPOBU 1 540 20% 90
3.2.149.17 AHTUTeNa knacca IgM K Bupycy renatuta A (Anti-HAV IgM) CbIBOPOTKA KPOBM 1 760 20% 127
32.14.918 HBs-aHTUreH supyca rerlaTMTa B (HBs—aHTMrele I'IDBerHOCTHb!M aHTMI’eI—f Bmlpyca renaTtuta B, «ascTpanuitckuit» ChiBOpOTKa KPOBM 1 360 20% 60
aHTUreH), KauecTBeHHbI TecT (HBsAg, Hepatitis B Surface Antigen, Qualitative)
3.2.14.9.19 HBe-aHTUreH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg) CbIBOpOTKa KpoBu 1 540 20% 90
3.2.14.9.20 AHTMT.e{|a Knaccos IgM 1 1gG K HB-core aHTureHy supyca re_naTvTTa B, cymmapHo (Anti-HBc IgM, IgG, Antibodies to ChIBOPOTKa KPOBM 1 480 20% 80
Hepatitis B Core Antigen; HBcAb, Total, HBV Core Total Antibodies (IgG + IgM))
3214921 AHTUTENA Kna.cca IgM K HB-core aHTureHy Bupyca renatuta B (Anti-HBc IgM Antibodies to Hepatitis B Core Antigen; ChIBOPOTKa KPOBM 1 700 20% 17
HBV Core Antibodies IgM)
3.2.14.9.22 AHTUTeNa K HBe-aHTureHy Bupyca renatuta B (Anti-HBe, HBeAb) CbIBOPOTKA KpOBU 1 470 20% 78
3.2.149.23 AHTUTeNa K HBs-aHTureHy Bupyca renatuta B (Anti-HBs, HBsAb) CbIBOPOTKa KPOBU 1 590 20% 98
3.2.14.9.24 HBs-aHTUreH Bupyca renaTrﬁa B (HBs-aHTureH, !‘I(.)BerHOCTHbIM iaHmreH amgyca» renaTtuta B, «aBcTpanuitckuitn ChiBopoTKa KpOBM 1 1350 20% 225
aHTUreH), KonunyecTBeHHbIM Tect (HBsAg, Hepatitis B Surface Antigen, Quantitative)
3.2.14.9.25 AHTuTena knaccos IgM u IgG K Bupycy renatuta C, cymmapHo (Anti-HCV Total (1gG + 1gM)) CbIBOPOTKa KPOBU 1 430 20% 72
3.2.14.9.26 AHTUTeNa Knacca IgG K aHTUreHam Bupyca renatuta C, BbisBfeMble METOA0M UMMYHO610TTUHTa (Anti-HCV IgG, ChIBOPOTKa KpOBM 206 5900 20% 983
Immunoblot)
3.2.14.9.30 AHTUTena knacca IgM K Bupycy renatuta D (Anti-HDV IgM) CbIBOPOTKa KPOBU A0 6! 760 20% 127
3.2.149.31 AHTuTena knaccos IgM u IgG K Bupycy renatuta D, cymmapHo (Anti-HDV Total (1gG + 1gM)) CbIBOPOTKa KPOBU 0 6! 760 20% 127
3.2.149.32 AHTUTeNa knacca IgM K Bupycy renatuta E (Anti-HEV IgM) CbIBOPOTKa KPOBU A0 5 860 20% 143
3.2.14.9.33 AHTuTeNa Knacca IgG K Bupycy renatuta E (Anti-HEV IgG) CbIBOPOTKA KpOBU A0 5 860 20% 143
3.2.149.34 Cudwmnuc RPR — aHTMKapauonunuHosbii Tect (Syphilis RPR (Rapid Plasma Reagins), Anticardiolipin Test) CbIBOpOTKa KpOBU 1 350 20% 58
3.2.14.9.35 AHnTuTena knaccos IgM u I1gG k Treponema pallidum, cymmapHo (Anti-Treponema pallidum IgM, 1gG, Total) CbIBOpOTKa KpOBU 1 460 20% 77
3.2.14.9.36 AHTUTena knacca IgM K Treponema pallidum (Anti-Treponema pallidum IgM ) CbIBOPOTKa KPOBU A0 6! 860 20% 143
3.2.14.9.37 AHnTuTena knacca IgM k Treponema pallidum, sbisiBnsemble MeTogom MMmmyHO610TTUHTa (Anti-Treponema ChIBOPOTKA KPOBM n07 2400 20% 200

pallidum IgM, Immunoblot )
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3.2.14.9.38 AHTUTena knacca IgG Kk Treponema pallidum, BbiaBAsiemMble METOAOM MMMYHOBA0TTUHra (Anti-Treponema pallidum ChIBOPOTKa KPOBM n07 2400 20% 200
1gG, Immunoblot )

TpaHcMUCCHBHbIE MHdeKLn

3.2.14.10.6 AHTuTena knacca IgG K Borrelia burgdorferi (Anti-Borrelia burgdorferi IgG) konuuectseHHoe onpesenexue CbIBOPOTKa KPOBU Ao 2 850 20% 142

3.2.14.10.7 AHnTuTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM) CbIBOpPOTKA KPOBU A0 2 850 20% 142

32.14.10.8 AHnTuTena knacca IgG Kk Borrelia burgdorferi, Bbiansemblie metogom ummyHobnoTTUHra (Anti-Borrelia burgdorferi ChIBOPOTK KPOBIM 208 2300 20% 383
1gG, Immunoblot )

3214109 AHTUTena knacca IgM k Borrelia burgdorferi, BbinBnsaemblie meTogom BectepH-6101a (Anti-Borrelia burgdorferi IgM, ChIBOPOTK KPOBIM n07 2200 20% 367
Western Blot (WB))

3.2.14.10.10 AHTUTeNa Knacca IgG K Bupycy Knewesoro sHuedbanumta (Anti-Tick-borne Encephalitis Virus (TBEV) IgG) CbIBOpOTKa KpOBU A0 6] 540 20% 90

3.2.14.10.11 AHTUTENa Knacca IgM K Bupycy knewesoro aHuedanuta (Anti-Tick-borne Encephalitis Virus (TBEV) IgM) CbIBOpOTKa KpOBU A0 6] 700 20% 117

3.2.14.10.12 PMIA c cbinHOTUO3HbIM AMArHOCTUKYMOM pUKKeTcuit Mposayeka (Rickettsia prowazekii, IHA) CbIBOPOTKa KPOBU A0 6! 560 20% 93

Apyrue BupycHbie UHdEKUUn

3214413 IAHGT)MTEAB Knacca IgG K BUpyCy BETPAHOI OCnbl 1 onoscbiBatowero auwas (Anti-Varicella-Zoster Virus IgG, Anti-VZV ChIBOPOTKa KpOBU nod 750 20% 125
g

3214414 AHTUTeNa Knacca IgM K BUpYCY BETPAHOIA ocnbl 1 onoscbiBatoLero auwas (Anti-Varicella-Zoster Virus I1gM, Anti- ChIBOPOTKa KpOBU 1 780 20% 130
VzV IgM)

3.2.14.4.15 AHTI/IT.ena K I'.elfllod)lfianof;i nanouke Tuna b, IgG (A.HTIATeIIa Knacca IgG.K nonw.pw60314npuﬁmf)mbf)cd)aTy) ChiBopoTKa KpOBM 2010 2500 20% n7
(polyribosylribitolphosphate, PRP) (Haemophilus influenzae tuna b (HiB), anti-PRP Haemophilus influenzae b IgG)

3.2.14.4.16 AHTUTENa Knacca IgG K Bupycy Kopu (Anti-Measles IgG) CbIBOPOTKA KPOBU A0 3 790 20% 132

3.2.14.4.17 AHTUTena knacca IgM K Bupycy Kopu (Anti-Measles IgM) CbIBOPOTKa KPOBU A0 3 750 20% 125

3.2.14.4.18 AHTUTena knaccos IgM, IgG, IgA K aHTUreHam nambauii, cymmapHo (Anti-Giardia lamblia IgM, 1gG, IgA, Total) CbIBOPOTKa KPOBU Ao 5 580 20% 97

3.2.14.4.20 AHTUTENa KNacca IgG K BUpYCy anuaemuyeckoro napotuta (Anti-Mumps 1gG) CbIBOPOTKA KPOBU A0 6] 730 20% 122

3.2.14.4.21 AHTUTeNa knacca IgM K BUpycy anuagemuyeckoro napotuta (Anti-Mumps IgM) CbIBOPOTKa KPOBU A0 6! 730 20% 122

3.2.14.4.22 AHTWUTENA K BUPYCY nonnomuenuta 1-ro u 3-ro tunos (Anti-Poliovirus serotypes 1, 3, IgG) CbIBOPOTKA KPOBU A0 12 1500 20% 250

3.2.14.4.23 AHTUTeNa Knacca IgG K cTonBHAYHOMY aHaToKcuHy (Anti-Tetanus toxoid 1gG) CbIBOPOTKa KPOBU A0 5 1050 20% 175

3.2.14.4.24 CTPEenTOKOKK rpynnbl B, aHTUreHHbIi TecT (Streptococcus Group B. One Step Rapid Immunochromotographic Assay) OTAensemoe NosioBbIX OPraHoB 1 990 20% 165

3.2.14.4.25 CTpenTOKOKK rpynnbl A, fiHTMI'eHHbIﬂ TecT (oTaenaemoe potornoTku) (Streptococcus Group A. One Step Rapid OTaensemoe poTornoTkI n02 1200 20% 200
Immunochromotographic Assay)

3.2.14.4.26 AHTUTENa Knacca IgG K T-numdoTponHomy Bupycy Yenoseka Tvna 1 m 2 tunos (Anti-HTLV-1, 2 1gG ) CbIBOPOTKA KPOBU no7 780 20% 130

3.2.14.4.27 AHTUTeNa Knacca IgM K KancuaHoMmy aHTUreHy Bupyca SnwreitHa-bapp (Anti-EBV Viral Capsid Antigens (VCA) IgM ) CbIBOPOTKa KPOBU 1 590 20% 98

3.2.14.4.28 AHTUTENa Knacca IgG K aAepHOMY aHTUreHy Bupyca dnwTeiiHa-bapp (Anti-EBV Nuclear Antigen (EBNA) IgG ) CbIBOpPOTKa KpOBM 1 550 20% 92

3.2.14.4.29 AHTUTeNa Knacca IgG K paHHeMy aHTUreHy Bupyca dnwreiHa-bapp (Anti-EBV Early Antigen (EA) 1gG ) CbIBOPOTKa KPOBU 1 570 20% 95

3.2.14.4.30 AHTUTeNa Knacca IgG K KancuaHoMy aHTUreHy Bupyca dnwreitHa-bapp (Anti-EBV Viral Capsid Antigens (VCA) 1gG ) CbIBOPOTKa KPOBU 1 670 20% 112

MOJIEKY/IAPHASl ANATHOCTUKA UHPEKLIMOHHbIX 3ABO/IEBAHUW
TORCH undekuyuum (NLP)

3.2.10.1.12 lepnecsupyc 1 v 2 Tunos, onpeaenexue [HK 8 Bbinote (HSV-1, 2 DNA, Exudate) BbinoTbl Ao 2 310 20% 52

3210113 Fepnecsupyc 1 n Z.mnoa., OI'IFJEAEAGHMG [HK B cockobe anuTennanbHbiX KNeTOK KOHbIOHKTUBbI (HSV-1, 2 DNA, Cockob no2 310 20% 52
Scrape of Conjunctiva Epithelial Cells )

3210114 I'e.pnec'smpy.c 11 2 Tunos, onpeaenexue JHK B cockobe anuTenuanbHbIx KNETok Koxu (HSV-1, 2 DNA, Scrape of Cockob 202 310 20% 52
Skin Epithelial Cells)

3.2.10.1.15 lepnecsupyc 1 v 2 Tunos, onpeaenexue [HK 8 BeHO3HOM Kposu (HSV-1, 2 DNA, Blood) LienbHan Kposb A0 2 440 20% 73

3.2.10.1.16 lepnecsupyc 1 v 2 Tunos, onpeaenexue [HK 8 moye (HSV-1, 2 DNA, Urine) Movya Ao 2 310 20% 52

3210117 Fepnecsupyc 1 un Z.mm.na, onpepaenexue [JHK 8 cockobe anuTenunanbHbIX KAETOK CAM3UCTON Hoca (HSV-1, 2 DNA, Cockob no2 310 20% 52
Scrape of Nasal Epithelial Cells)

3210118 Fepnecsupyc 1 n2 T.MHO?, onpepaenexue [HK 8 cockobe anuTenunanbHbIX KAETOK poTornoTku (HSV-1, 2 DNA, Cockob no2 310 20% 52
Scrape of Faucial Epithelial Cells)

3.2.10.1.19 lepnecsupyc 1 v 2 Tunos, onpeaenexue [HK 8 cbiBopoTke Kposu (HSV-1, 2 DNA, Serum) CbIBOPOTKa KPOBU A0 2 440 20% 73

3.2.10.1.20 lepnecsupyc 1 v 2 Tunos, onpeaenexne [JHK B catore (HSV-1, 2 DNA, Saliva) CnioHa Ao 2 310 20% 52

3.2.10.1.21 F'epnecsupyc 1 v 2 Tunos, onpeaenexue AHK B cnnHHOMO3roBoii xuakoctn (HSV-1, 2 DNA, Cerebrospinal Fluid) CNUHHOMO3roBas XMAKOCTb A0 2 310 20% 52
X in2 , HK , HSV-1, 2 DNA, Prostatic Fluid,

3210122 epnecsupyc 1 1 2 Tunos, onpesaenexue [IHK 8 cekpeTe npoctathl, 3akyaaTe ( rostatic Flui Cekper npocraThi; 3akyAAT 202 310 20% 52
Semen)

3.2.10.1.23 Fepnecsupyc1m 2 'rmnoa., onpe.Aem_eHMe [HK B cockobe anuTenmanbHbIx KNeTOK yporeHUTanbHoro Tpakra (HSV-1, Cockob £02 310 20% 52
2 DNA, Scrape of Urogenital Epithelial Cells)

3.2.10.1.24 lepnecsupyc 1 v 2 Tunos, onpeaenexme [HK 8 Bbinote, TunuposaHue (HSV-1, 2 DNA, Exudate, Typing) BbinoTbl ho2 440 20% 73

3210125 Fepnecsupyc 11 2 Tunos, ongem{mnme_,ﬂ,H}f 8 cockobe ?I‘IVITE.ﬂMaﬂbeIX KNETOK KOHBIOHKTUBbI, TUNUPOBaHME Cockob 202 240 20% 73
(HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells, Typing)
Fepnecsupyc 1 v 2 Tunos, onpeaenexue [JHK 8 cockobe 3nuTenunanbHbIX KAETOK KOXKM, TunuposaHue (HSV-1, 2

3.2.10.1.26 . N . . Cockob ho2 440 20% 73
DNA, Scrape of Skin Epithelial Cells, Typing)

3.2.10.1.27 Fepnecsupyc 1 v 2 Tunos, onpeaenexme [HK B BeHO3HOI Kposu, TUNMposaHue (HSV-1, 2 DNA, Blood, Typing) LlenbHas KpoBb ho 2 550 20% 92

3.2.10.1.28 lepnecsupyc 1 v 2 Tunos, onpeaenexue JHK 8 mode, TunuposaHue (HSV-1, 2 DNA, Urine, Typing) Moua 4o 2 440 20% 73

3.2.10.1.29 Fepnecsnpyc 11 2 Tnos, onpeAe.neHl?e OHK B coclkoﬁe 3NUTENNANbHBIX KNETOK C/IM3UCTON HOCa, TUNMPOBaHWe Cockob n02 240 20% 73
(HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells, Typing)

3.2.10.1.30 Fepnecsupyc1m 2 TMI‘IO?, onpleAe/?eHme AOHK l? cockobe aNUTeNnanbHbIX KNETOK POTOTNOTKM, TUNUpoBaHue (HSV- Cockob £02 440 20% 73
1, 2 DNA, Scrape of Faucial Epithelial Cells, Typing)

3.2.10.1.31 Fepnecsupyc 1 v 2 Tunos, onpeaenexue [JHK 8 cbiBOpoTKe Kposu, TunuposaHue (HSV-1, 2 DNA, Serum, Typing) CbIBOPOTKA KpOBM no 2 670 20% 112

3.2.10.1.32 lepnecsupyc 1 v 2 Tunos, onpeaenexue [HK 8 catoHe, TunuposaHue (HSV-1, 2 DNA, Saliva, Typing) CntoHa 402 440 20% 73

3.2.10.1.33 I'epnecswp.yc in 2 'rmnofa, onpepgenexue [HK B CMIMHHOMO3rOBOM KUAKOCTH, TUNMpoBaHue (HSV-1, 2 DNA, CrUHHOMO30BaR KIAKOCTS £02 240 20% 73
Cerebrospinal Fluid, Typing)

3210134 I'epnecfawpy? 1u2Tunos, t?npeAeneHMe [HK B cekpeTe npocrarbl, 3aKynaTe, TunuposaHue (HSV-1, 2 DNA, CeKpeT NpocTaThi; AKYAAT £02 240 20% 73
Prostatic Fluid, Semen, Typing)

3.2.10.1.35 Fepnecsupyc 1 1 2 TMnos, onpegenexve JHK B_cocxo_ﬁe 3!1mem4aan.b|x KNEeTOK YpOreHUTanbHoro TpakTa, Cockob 202 240 20% 73
TunupoBanue (HSV-1, 2 DNA, Scrape of Urogenital Epithelial Cells, Typing)

3.2.10.1.36 l'epnecsupyc 6 Tuna, onpegenenuve [AHK 8 sbinote (HHV-6 DNA, Exudate) BbInoTbl 102 320 20% 53

3.2.10.1.37 lepnecsupyc 6 Tvna, onpeaenenue [HK B BeHo3Ho Kposu (HHV-6 DNA, Blood) LenbHas KpoBb Ao 2 450 20% 75

3.2.10.1.38 lepnecsupyc 6 Tuna, onpegenenune HK 8 moye (HHV-6 DNA, Urine) Moua 102 320 20% 53

3.2.10.1.39 FepnecsMpYC 6 Tmna, onpegenenue [IHK B cockobe anuTeNnanbHbix KNETOK caunsuctoit Hoca (HHV-6 DNA, Scrape Cockob n02 320 20% 53
of Nasal Epithelial Cells)

3.2.10.1.40 I'epn.ecsvu.)yc 6 ™na, onpegenenue IHK B cockobe anuTennanbHbix KNeTok potornotku (HHV-6 DNA, Scrape of Cockob n02 320 20% 53
Faucial Epithelial Cells)

3.2.10.1.41 lepnecsupyc 6 Tvna, onpeaenenune [HK B cbiBopoTke Kposu (HHV-6 DNA, Serum) CbIBOPOTKa KPOBU Ao 2 560 20% 93

3.2.10.1.42 l'epnecsupyc 6 Tuna, onpeaenenve [HK 8 cntoHe (HHV-6 DNA, Saliva) CntoHa 102 320 20% 53

3.2.10.1.43 Fepnecsupyc 6 Tuna, onpeaenexue [HK 8 cnuHHomo3rosoi skuakoctv (HHV-6 DNA, Cerebrospinal Fluid) CNMHHOMO3roBan XUAKOCTb ho2 320 20% 53

3.2.10.1.44 Fepnecsupyc 6 Tuna, onpeaenenue [JHK B cekpete npocrarbl, aakynste (HHV-6 DNA, Prostatic Fluid, Semen) CeKpeT NpocTaTbl; IAKYNAT| ho2 320 20% 53

3.2.10.1.45 Fepnecsupyc 6 Tmina, or{pe,u.fenewe [HK B cockobe anuTennanbHbIx KNETOK yporeHuTanbHoro Tpakta (HHV-6 DNA, Cockob n02 320 20% 53
Scrape of Urogenital Epithelial Cells)

3.2.10.1.46 Bupyc KpacHyxu, onpegenenve PHK B cbiBOpoTKe KpoBw CbIBOPOTKa KPOBU Ao 2 860 20% 143
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3.2.10.1.47 Tokconnasma, onpegenerue JHK 8 Bbinote (Toxoplasma gondii, DNA, Exudate) Bbinotbl A0 5 310 20% 52

3.2.10.1.48 Tokconnasma, onpegenerue JHK B cbiBopoTke Kposu (Toxoplasma gondii, DNA, Serum) CbIBOPOTKA KPOBU A0 5 490 20% 82

3.2.10.1.49 Tokconnasma, onpeaenenune AHK B cniiHHOMO3roBoii xuakoctu (Toxoplasma gondii, DNA, Cerebrospinal Fluid) CNMHHOMO3roBas XUAKOCTb Ao5 310 20% 52

3.2.10.1.50 LinTomeranosupyc, onpegenenve AHK 8 sbinote (CMV DNA, Exudate) Bbinotbl Ao 2 290 20% 48

3210151 LLMTF)MEF?HOBMIPVC,.OHpeAeneHMe [HK B cockobe anuTenmnanbHbix K1eTOK KOHbIOHKTUBBI (CMV DNA, Scrape of Cocko 202 290 20% 48
Conjunctiva Epithelial Cells )

3.2.10.1.52 Ll,M.ToM>eranoel4pyc, onpeaenerue HK B cockobe anuTennanbHbix KneTok koxu (CMV DNA, Scrape of Skin Cocko 202 290 20% 48
Epithelial Cells)

3.2.10.1.53 Lintomeranosupyc, onpeaenexvie AHK 8 BeHo3How kposu (CMV DNA, Blood) LienbHas KpoBb A0 2 420 20% 70

3.2.10.1.54 LinTomeranosupyc, onpegenenve JHK 8 moue (CMV DNA, Urine) Moua Ao 2 290 20% 48

3.2.10.1.55 LlMTOMeIianO?MpyC, onpeaenexue [IHK B cockobe anuTennanbHbIx KNETOK cansucToit Hoca (CMV DNA, Scrape of Cocko 202 290 20% 48
Nasal Epithelial Cells)

3.2.10.1.56 Ll,M.ToM>eranoel4pyc, onpeaenexue HK B cockobe anuTennanbHbix Knetok potornotku (CMV DNA, Scrape of Faucial Cocko 202 290 20% 48
Epithelial Cells)

3.2.10.1.57 Liutomeranosupyc,kayecteeHHoe onpegenerune [HK B cbiBopoTke kKposu (CMV DNA, Serum) CbIBOPOTKA KPOBU A0 2 600 20% 100

3.2.10.1.58 LinTomeranosupyc, onpegenenvie AHK 8 catoHe (CMV DNA, Saliva) CntoHa Ao 2 290 20% 48

3.2.10.1.59 Uutomeranosupyc, onpegeneruve JHK B cnuHHOMO3roBoit xuakoctv (CMV DNA, Cerebrospinal Fluid) CrVMHHOMO3r0oBas XUAKOCTb A0 2 290 20% 48

3.2.10.1.60 Lutomeranosupyc, onpegenenve [HK B cekpeTe npoctatsl, aakynate (CMV DNA, Prostatic Fluid, Semen) CeKpeT npocTaTbl; IAKYNAT| ho2 290 20% 48

3210161 Ll,momeranosmpy.c, onp-ep,e/feume [HK B cockobe anuTennanbHbIX KNeTOK yporeHuTanbHoro Tpakta (CMV DNA, Cockob no2 290 20% 48
Scrape of Urogenital Epithelial Cells)

3.2.10.1.62 LiuTomeranosupyc, KonnyectseHHoe onpegenenve HK (Cytomegalovirus, DNA) B cbiBOPOTKE KpOBU CblBOPOTKA KPOBU £o3 500 20% 83

WHbeKumumn yporeHutanbHorro Tpakra(rLP)

3.2.10.3.30 [OHOKOKK, un;_)ep‘e:?eHme.,ﬂH}-( B cocKobe anuTenanbHbIX KNeTOK KOHbIOHKTUBDI (Neisseria gonorrhoeae, DNA, Cockob no2 320 20% 53
Scrape of Conjunctiva Epithelial Cells )

3.2.10.3.31 [OHOKOKK, onpegenenue IHK B moue (Neisseria gonorrhoeae, DNA, Urine) Moua 402 320 20% 53

3.2.10.3.32 T'OHOKOKK, onpeaenexue AHK 8 cocs<oﬁfe 3n.wrenmaanb|x KNETOK CAN3UCTOM NPAMON Kuiwku (Neisseria Cockob 202 320 20% 53
gonorrhoeae, DNA, Scrape of Rectal Epithelial Cells)

3.2.10.3.33 rOHOKD.KK, or.lpe,qveneHMe [HK B cockobe anuTenmanbHbix knetok potornotku (Neisseria gonorrhoeae, DNA, Scrape Cockob n02 320 20% 53
of Faucial Epithelial Cells)

3.2.10.3.34 FoHOKOKK, onpegeneHue AHK B cuHoBuanbHoit )uakoct (Neisseria gonorrhoeae, DNA, Synovial Fluid) CUHOBMaNbHAA KUAKOCTb Ao 2 420 20% 70

3.2.10.3.35 FoHOKOKK, onpegeneHue AHK B cekpete npocrartsl, 3akynaTe (Neisseria gonorrhoeae, DNA, Prostatic Fluid, Semen) CeKpeT npocTaTbl; IAKYAAT| Ao 2 330 20% 55

3.2.10.3.36 TOHOKOKK, onpe,qeneHm‘e ,ClHlf B C(:JCKOﬁe 3MUTENNANbHBIX KNETOK YPOreHUTanbHOro TpakTa (Neisseria gonorrhoeae, Cockob 202 330 20% 55
DNA, Scrape of Urogenital Epithelial Cells)

3.2.10.3.37 NakTtobakrepuu, onpep.eneu}ne ,ELH.K B8 C.OCK06e 3NUTENMANbHBIX KNETOK YPOoreHnTanbHoro Tpakra (Lactobacillus Cockob 202 350 20% 58
spp., DNA, Scrape of Urogenital Epithelial Cells)

3.2.10.3.38 bakteponapl, onpep.enfanwe ,FI,HK F cockobe anuTennanbHbIX KNEToK yporeHMTanbHoro Tpakta (Bacteroides spp., Cockob £02 320 20% 53
DNA, Scrape of Urogenital Epithelial Cells)

3.2.10.3.39 Mo6unyHkyc, onpep.enfanwe P.HK .E cockobe anuTeNnanbHbIX KNEToK yporeHuTanbHoro TpakTa (Mobiluncus curtisii, Cockob £02 280 20% 47
DNA, Scrape of Urogenital Epithelial Cells)

3.2.10.3.40 CKpIAHITiHI' MUKpOIOpbI yporeHUTanbHoro TpakTta. Pemodpnop CkpuH. (UROGENITAL TRACT MICROBIOCENOSIS, Cockob £05 2100 20% 350
Screening ( PCR Panel Femoflor Screen))

i +

3.2.10.3.41 BhIRBITE'HVIE' BO36yauTenein VII'IHHI (7 KBM),. COCKOB 3NUTEINANbHBIX KNETOK ypore.HmanFHor.o TpakTa Cockob 1 1400 20% 233
(Identification of Sexually Transmitted Infections (STI) Pathogens, Scrape of Urogenital Epithelial Cells)*

3.2.10.3.42 WUccneposaHue 6uoLeHo3a yporeHuTtanbHoro Tpakta. ®emodiop 8. (UROGENITAL TRACT MICROBIOCENOSIS (PCR Cockob 205 1600 20% 267
Panel Femoflor 8))

3.2.10.3.43 WUccneposaHue 6uoLeHo3a yporeHuTtanbHoro Tpakta. ®emodnop 16. (UROGENITAL TRACT MICROBIOCENOSIS (PCR Cockob 205 2600 20% 433
Panel Femoflor 16))

32.103.44 l/lHISl/IO(DﬂOI.J - Komnnexcn.oe mccnep,oaanm? .Amxpod)nopbl.yporeHmaanoro TpakTa (INBIOFLOR - Cockob n03 2800 20% 467
Comprehensive Study of Microflora Composition of Urogenital Tract (UGT))
BbinsneHue Bosbyauteneit UMMM (4 + KBM): onpegenerue AHK Chlamydia trachomatis, Neisseria gonorrhoeae,

3.2.103.45 Trichomonas vaginalis, Mycoplasma gejlnltallum, ,qHK lfenoaeka (Identlflcatlorf of Sexually Tr?nsrnltted Infections Cockob 203 1050 20% 175
(STI) Pathogens, Chlamydia trachomatis DNA, Neisseria gonorrhoeae DNA, Trichomonas vaginalis DNA,
Mycoplasma genitalium DNA, Human DNA )

3.2.10.3.46 BaKkTepuanbHbli BaruHos (Bacterial Vaginosis, BV) Cockob Ao 3 1500 20% 250

3.2.10.3.47 WHBNO®/IOP — ndOB.HOfI'IaTOI'e.HHbIe MMKOMNa3Mbl YesloBeKa (yporeHnTanbHbli ckpuHUHr) (INBIOFLOR - Cockob £03 520 20% 87
Mycoplasma, Urogenital Screening)

32.103.48 VcnosHlo—naToreHHfale MMKOnna?Mb.I, MOHUTOPUHT 3pdeKTUBHOCTU NeveHuna (Ureaplasma urealyticum) (Ureaplasma Cockob 203 380 20% 63
urealyticum, Effectiveness Monitoring of Treatments)

3.2.10.3.49 VcnosHo—naTorleHHble MMKO.I'IIIa.3MbI, MOHUTOPUHT 3pdeKTUBHOCTU NeveHuna (Ureaplasma parvum) (Ureaplasma Cockob 203 380 20% 63
parvum, Effectiveness Monitoring of Treatments)

3.2.103.50 VcnolB»:io—naTor.eHHble MMKO}'IIIB?M!:I, MOHUTOPUHT 3¢ deKTUBHOCTU NeveHuna (Mycoplasma hominis) (Mycoplasma Cockob 203 380 20% 63
hominis, Effectiveness Monitoring of Treatments)
AHapodnop, nccnefoBaHne MUKPODAOPLI YPOreHNTaNbHOMO TPaKTa MY>KUYMUH B COCKOBE 3nMUTeNnabHbIX KNeTOK

3.2.10.3.51 yporeHutansHoro TpakTa (Androflor®REAL-TIME PCR Detection Kit, the study of men’s urogenital tract Cockob [o5 2550 20% 425
microbiocenosis in the epithelial scrapes from the balanus, urethra)
AHapodnop CKpuH, uccnefosaHe MUKPOGIOPbl YPOreHUTaNbHOTO TPaKTa My»KUMH B COCKObE anUTeNnanbHbIX

3.2.10.3.52 KNeToK yporeHutanbHoro Tpakra (Androflor® Screen REAL-TIME PCR Detection Kit, the study of men’s urogenital Cockob [o5 1700 20% 283
tract microbiocenosis in the epithelial scrapes from the balanus, urethra)

3.2.10.3.53 WNHBUO®/IOP-3KCMEPT. PacumpeHHoe UccaefoBaHe MUKPOdIopbl YPOreHUTasbHOro TpaKTa. Cockob 4o 3 2450 20% 408

3.2.10.3.54 NH6Modpnop CKpuH. CKPUHMHTOBOE McCNef0BaHe MUKPO(IOPbI YPOreHUTanbHOro TpaKTa Cockob Ao 3 1600 20% 267

3.2.10.3.55 TpuxomoHaaa, onpegenenve AHK 8 moue (Trichomonas vaginalis, DNA, Urine) Moua 4o 2 320 20% 53

- inalis DI " "

3.2.10.3.56 TpuxomoHaaa, onpegenenve [IHK B cekpeTe npocTtatsl, 3akynaTe (Trichomonas vaginalis, DNA, Prostatic Fluid, CeKper npocTaThi; AKyAAT n02 300 20% 50
Semen)

32.103.57 TpM.XON.\OHa,D,a, onpeaenexue ,ClHlK B coFKoée 3MUTENNANbHBIX KNETOK YporeHuTabHoro TpakTa (Trichomonas Cockob n02 300 20% 50
vaginalis, DNA, Scrape of Urogenital Epithelial Cells)

32.103.58 Ypeannasma (preaplasma urealyticum) (6nosap T-960), onpeaenerue JHK B moye (Ureaplasma urealyticum (T- Mova n02 300 20% 50
960), DNA, Urine)

3.2.10.3.59 Ypeannasma (Ureaplésma urealyticum) (ﬁmoaa;l: T—9§0), onpeaenenmne [HK B cekpeTe NpocTaTbl, IAKyNATe Cexper npocraThi; 3aKynaT 202 300 20% 50
(Ureaplasma urealyticum (T-960), DNA, Prostatic Fluid, Semen)

3.2.10.3.60 Ypeanna3sma (Ureaplasma urealyticum) (6V|oaa.p T-960), onpeaenexue OHK 8 cocxonﬁe anljiTen.Maanblx KNeTok Cockob n02 300 20% 50
yporeHuTanbHoro Tpakta (Ureaplasma urealyticum (T-960), DNA, Scrape of Urogenital Epithelial Cells)

3.2.10.3.61 Ypeanna3sma (Ureaplasma parvum), onpegenexve [HK 8 mode (Ureaplasma parvum, DNA, Urine) Moua no 2 300 20% 50

3.2.10.3.62 ypeann‘asma‘(Ureaplasma parvum), onpegenenve [HK B cekpeTe npocrtatsl, 3akynate (Ureaplasma parvum, DNA, Cekper npocTaThi; AKyAAT n02 300 20% 50
Prostatic Fluid, Semen)

32.103.63 Ypeannasma (Ureaplasma parvum), onpeaenexve D,HK B C?CKO?E 3NUTENNANbHBIX KNETOK YPOreHUTabHOro Cockob 202 300 20% 50
TpakTa (Ureaplasma parvum, DNA, Scrape of Urogenital Epithelial Cells)

32.103.64 ypeann.asma (Ureaplasma urealyticum + Urgaplasma parvum), onpegenexue JHK B moue (Ureaplasma Moua n02 300 20% 50
urealyticum + Ureaplasma parvum, DNA, Urine)

i +

3.2.103.65 Ypeannasma (Ureaplésma urealyticum + Ureaplasma parvum),. onpz.ep.eneHme [AHK B cekpeTe npocTaTbl, 3AKynATe Cexper npocraThi; 3aKynaT 202 300 20% 50
(Ureaplasma urealyticum + Ureaplasma parvum, DNA, Prostatic Fluid, Semen)
Ypeannasma (Ureaplasma urealyticum + Ureaplasma parvum), onpegenenue [IHK B cockobe anuTennanbHbix

3.2.10.3.66 KNEeTOK yporeHuTanbHoro Tpakra (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Scrape of Urogenital Cockob ho2 300 20% 50
Epithelial Cells)

3.2.10.3.67 Xnamuaua (Chlamydia trachomatis), onpeaenenune [JHK 8 Bbinote (Chlamydia trachomatis, DNA, Exudate) BbinoTbl no2 300 20% 50
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32.103.68 XnaMMp.Mfl (Chlamydla‘trachomatls), onpe,qeﬁeHM(e ,ELH}? B c?cxoﬁe 3MUTENNANBHbIX KNETOK KOHBIOHKTUBbI Cockob 202 300 20% 50
(Chlamydia trachomatis, DNA, Scrape of Conjunctiva Epithelial Cells )

3.2.10.3.69 Xnamugua (Chlamydia trachomatis), onpeaenenne JHK 8 moye (Chlamydia trachomatis, DNA, Urine) Moua Ao 2 300 20% 50

3.2.103.70 Xnamuaus (Chlar.nydla trachornatls), onpepenenuve AHK :? coc.Koﬁe 3NUTENUANBHbBIX KNETOK CIM3UCTON NPAMOIA Cockob n02 300 20% 50
KuwWwKK (Chlamydia trachomatis, DNA, Scrape of Rectal Epithelial Cells)

32.103.71 XnaMM,qMﬂ»(ChIamydla trachomat!s), or.lpep,‘eneHMe [HK B cockobe anuTenmanbHbix knetok potornotku (Chlamydia Cockob n02 300 20% 50
trachomatis, DNA, Scrape of Faucial Epithelial Cells)

32.103.72 XnaMl/.i,qMﬂ (Fhlamydia trachomatis), onpeaenexve AHK B cuHoBManbHoM xuakoctu (Chlamydia trachomatis, DNA, CMHOBMANbHAA KUAKOCTD 202 490 20% 22
Synovial Fluid)

32.103.73 Xnamuaus (Chla‘mydia t.rachomatis), onpegenenue AHK B cnnHHoMo3rosow xugkoctu (Chlamydia trachomatis, CrUHHOMO3r0Bas HIAKOCTD 202 300 20% 50
DNA, Cerebrospinal Fluid)

32.103.74 Xnamuaus (C.hlam.ydia trachomatis), onpesenenve [HK B cekpete npocTatsl, 3nkynsaTe (Chlamydia trachomatis, CeKper npocTaThi; 3aKynaT 202 300 20% 50
DNA, Prostatic Fluid, Semen)

32.103.75 Xnamuaus (Chlar.nydla tracho.matls), onpegenexuve ,D,Hlf B coc_Koﬁe. 3NUTENUANBHbIX KNETOK YPOreHUTaNbHOro Cockob 202 300 20% 50
TpakTa (Chlamydia trachomatis, DNA, Scrape of Urogenital Epithelial Cells)

3.2.10.3.76 Xnamugua (Chlamydia pneumoniae), onpegenerue IHK 8 mokporte (Chlamydophila pneumoniae, DNA, Sputum) Mokpota A0 4 850 20% 142

32.103.77 Xnamuaua (Chlamydia pneumoniae), onpegenenve IHK B nnasme kposu (Chlamydophila pneumoniae, DNA, Mnaswa kposn nod 600 20% 100
Plasma)

32.103.78 Xnamuaus (Chlamydla pnfeumonlae), onpep.eneHM.e ,D,Hl.( B c9cK06e 3MUTENNANbHbIX KNETOK POTOTNOTKU Cockob nod 480 20% 20
(Chlamydophila pneumoniae, DNA, Scrape of Faucial Epithelial Cells)

3.2.10.3.79 Xnamugua (Chlamydia pneumoniae), onpegenerue AHK 8 catore (Chlamydophila pneumoniae, DNA, Saliva) CntoHa A0 4 480 20% 80

KuweuHbie nHdpexumm (MLP)

3.2.10.4.2 JHTeposupychl, onpegeneHve PHK 8 kane (Enterovirus, RNA, Fecal) Kan A0 5 480 20% 80

321043 OcTpble KulweyHble mqu)eKme, HLLP-CKDVIH.MHI' BOCbl\{\IA 6aKkTepranbHbIX U BUPYCHbIX BO36YAUTENEl OCTPbIX Kan 205 1350 20% 25
KuLeYHbIX MHbeKuwit B Kane (Acute Intestinal Infections, PCR, Fecal)

3.2.10.4.4 OcTpble KulweyHble MHbeKuuu, MLP-cKpUHUHT TPEX BUPYCHbIX BO36yauTeneit, kan (Acute Intestinal Infections, PCR, Kan 205 1090 20% 182
Fecal)

321045 HOPOBWPYC (Norwalk virus) - ,u.mapfemem CUHAPOM, Bbmane.Hv?e Hoposupyca reHorpyr'm Inlle Ka/.|e, Kan n02 1990 20% 332
nmmyHoxpomatorpadus (Norwalk virus Gl , Gll, One step rapid immunochromotographic assay, antigen, stool)

3.2.10.4.6 Xen%tkoﬁak'rep nmnf)pw, onpfep.enenwe AHK E. 6uonTare CAU3UCTON KeNyAKa U/UNK ABEHAALATUNEPCTHOM KULWIKK EvonTar 205 790 20% 132
(Helicobacter pylori, DNA, Bioptates of Gastric Mucosa and/or Duodenum, PCR)

PecnupatopHbie nHdpekumm (TMLP)

32.10.5.4 KopoHasupyc SAR'S-Ct.)V-Z, onpegenerne PHK B Maske CO CIM3UCTON HOCOMNIOTKU U poTornoTku (Coronavirus SARS- Masok 1 1550 20% 258
CoV-2 RNA detection in nasopharyngeal and oropharyngeal smear)
AnddepeHumnposaHHoe Boinsnenune [JHK Bordetella species: Bordetella pertussis (Bo36yantens Kokntowa) u
Bordetella bronchiseptica (Bo36yautens 6poHxocenTukosa) B COCKObe 3NUTENUANbHBIX KNETOK CIM3UCTON

3.2.10.6.19 potornotku u/unm Hocornotkm (Differentiated detection of DNA Bordetella spp.: Bordetella pertussis (pertussis Cockob A0 4 550 20% 92
pathogen) and Bordetella bronchiseptica (bronchosepticosis pathogen) in a scraping of the oropharynx and or
nasopharynx)

3.2.10.6.20 Mukonnasma (Mycoplasma hominis), onpegenenve HK 8 mouye (Mycoplasma hominis, DNA, Urine) Movya Ao 2 330 20% 55

32.10.6.21 meonnasma. (MyFopIasma hominis), onpegenenve AHK 8 cekpete npocrartbl, 3akyaate (Mycoplasma hominis, Cekper npocraThi; 3akyaAT 202 330 20% 55
DNA, Prostatic Fluid, Semen)

32.10.6.22 Mukonnasma (Mycoplasm.a .hummls), onpegenexHve ,C!,HK B8 ?ocr«.ﬁe 3NUTENMNANBHBIX KNETOK YPOTreHUTaNbHOro Cockob 202 330 20% 55
TpakTa (Mycoplasma hominis, DNA, Scrape of Urogenital Epithelial Cells)

3.2.10.6.23 Mukonnasma (Mycoplasma genitalium), onpeaenexue HK 8 moue (Mycoplasma genitalium, DNA, Urine) Movua A0 2 300 20% 50

3.2.10.6.24 Mm.<on'nasma (Mycoplasr.na ge.nltallum), onpegenenue [IHK B cekpete npoctartsl, 3akynate (Mycoplasma Cekper npocraThi; 3akynAT 202 300 20% 50
genitalium, DNA, Prostatic Fluid, Semen)

3.2.10.6.25 Mwkonnasma (Mycoplasr.na genltallum), onpegeneHve ,E!,HK B ?ocm_)Be 3NUTENNANbHbBIX KNETOK YPOreHUTaNbHOro Cockob 202 300 20% 50
TpakTa (Mycoplasma genitalium, DNA, Scrape of Urogenital Epithelial Cells)

3.2.10.6.26 Mukonnasma (Mycoplasma pneumoniae), onpesenenue IHK B mokpote (Mycoplasma pneumoniae, DNA, Sputum) MokpoTa no4 650 20% 108

3.2.10.6.27 Mukonnasma (Mycoplasma pneumoniae), onpegenerue [IHK 8 nnasme kposu (Mycoplasma pneumoniae, DNA, Mnasma kposu nod 430 20% 7
Plasma)

3.2.10.6.28 Mukonnasma (Mycoplas.ma pneumoniae), onpe,c_;enerfme ,q,HK B cockobe anNuUTeNnanbHbIX KNETOK POTOrNOTKM Cockob nod 330 20% 55
(Mycoplasma pneumoniae, DNA, Scrape of Faucial Epithelial Cells)

3.2.10.6.29 Mwukonnasma (Mycoplasma pneumoniae), onpegenenue [iHK s criore (Mycoplasma pneumoniae, DNA, Saliva) CnioHa no4 310 20% 52

3.2.10.6.30 Mapsosupyc B19, onpegenexne AHK CbIBOPOTKa KPOBU Ao4 490 20% 82

C 6
3.2.10.6.31 Mapsosupyc B19, onpepenexme [IHK, KNeTKK1 CAU3NCTOI HOCOrNOTKM ocko 3nMTenManube|x KNeTOK no 4 490 20% 82
CNM3UCTOI POTOTNIOTKM

3.2.10.6.32 MNapsosupyc B19, onpeaenenve JHK, catoHa CntoHa no 4 490 20% 82

3.2.10.6.33 MHeBMOKOKK, onpegenenve [HK B nnasme kposwu (Streptococcus pneumoniae, DNA) Mna3ma Kposw 40 4 500 20% 83

3.2.10.6.34 MHeBMOKOKK, onpegenerue [IHK B catoHe (Streptococcus pneumoniae, DNA) CntoHa no 4 500 20% 83

3.2.10.6.35 MHeBMOKOKK, onpegeneHve [HK B cockobe anuTennanbHbIX KNeTOK POTOrnoTKM (Streptococcus pneumoniae) Cockob no 4 500 20% 83

3.2.10.6.36 MHeBMOKOKK, onpegeneHve HK B mokporte (Streptococcus pneumoniae, DNA) Mokpota 40 4 500 20% 83

3.2.10.6.37 Mukobakrepuu Ty6epkynesa, onpegenenue [HK 8 sbinote (Mycobacterium tuberculosis, DNA, Exudate) BbInoTbl no 2 280 20% 47

3.2.10.6.38 Mukobaktepuu Ty6epkynesa, onpegenenue [JHK 8 mokpote (Mycobacterium tuberculosis, DNA, Sputum) Mokpota no 2 700 20% 117

= - 5D

3.2.10.6.39 MukobakTepum Ty6epkynesa, onpeaenenune [IHK B meHcTpyanbHoit kposu (Mycobacterium tuberculosis, DNA, KneTkw sHaomeTpHs n02 280 20% 47
Menstrual Blood)

3.2.10.6.40 MukobakTepum Ty6epkynesa, onpegenenue [IHK 8 moye (Mycobacterium tuberculosis, DNA, Urine) Moua Ao 2 280 20% 47

3.2.10.6.41 Muko6akTepum Ty6epkynesa, onpeaenenue [JHK B coiBopoTke Kposu (Mycobacterium tuberculosis, DNA, Serum) CbIBOPOTKa KPOBU Ao 2 500 20% 83

3.2.10.6.42 MMKo.ﬁaKTeF)MM Ty6epkynesa, onpegeneHve HK B cuHoBManbHoM xuakoctu (Mycobacterium tuberculosis, DNA, CMHOBMANbHAA KUAKOCTD n02 500 20% 83
Synovial Fluid)

3.2.10.6.43 Mukobakrepuun Ty6epky/|e3a, onpegenenue [HK B cnnHHomo3rosow xugroctu (Mycobacterium tuberculosis, CRUHHOMO3roBas HIAKOCTD n02 280 20% 47
DNA, Cerebrospinal Fluid)

32.10.6.44 MMKOﬁaKTep!/M Ty.ﬁepkynesa, onpegenenue [AHK B cekperte npocrartl, 3sKkynaTe (Mycobacterium tuberculosis, CeKper npocTaThi; 3aKynAT n02 280 20% 47
DNA, Prostatic Fluid, Semen)

c deku(MLP)

3.2.10.7.9 BWY-1, onpeaenenue PHK B nnasme kposu (HIV RNA, Plasma) Mnasma Kposw Ao 15 13 000 20% 2167

3.2.10.7.10 BMpYC ummyHoaeduLMTa Yenoseka TMNa 1, kadecteeHHoe onpeaenerune PHK (Human immunodeficiency virus, ChIBOPOTKA KPOBM 202 2400 20% 200
quality, RNA) B cbIBOPOTKE KpoBM

3.2.10.7.11 Bupyc renatuta A, onpeaenerue PHK B coiBopoTke kposu (HAV RNA, Serum) CbIBOPOTKA KpOBU 102 790 20% 132

3.2.10.7.12 Bupyc renatuTa B, onpegenenve [HK B cbiBopoTKe Kposw, KauecTseHHoe (HBV DNA, Serum, Qualitative) CbIBOpOTKa KpOBU ho2 560 20% 93

3.2.10.7.13 Bupyc renatuTa B, onpeaenenve [HK B cbiBOpoTKe Kposu, KonnuectseHHoe (HBV DNA, Serum, Quantitative) CbIBOpOTKa KpOBU ho2 3400 20% 567
WHTepneitknuH-28B (U1/1-28B), reHOTUNMPOBaHWe (MCcCNeA0BaHME TeHETUYECKUX MapKepOB, Onpeaenstomx

32.107.14 ad)d)eKTM»BHOCTb neyenun xp.oHqucxoro renaTv_iT_a C MHTep.d)epoHOM 1 pubasupuHom) (In.terleuki‘n.ZS ?eta 1L28B, Kposb 2010 790 20% 132
Genotyping (Study of Genetic Markers Determining Effectiveness of Treatment of Chronic Hepatitis C in Interferon
and Ribavirin))

3.2.10.7.15 Bupyc renatuta C, onpegeneHuve PHK 8 cbiBopoTKe KpoBu, kadectBeHHoe (HCV RNA, Serum, Qualitative) CbIBOpOTKa KpOBU ho2 750 20% 125
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3.2.10.7.16 Bupyc Te.naTM'.ra C, onpegenexve PHK B nnaaMé, reHoTunuposaHue ¢ cybtunamu (tunsl 1 (cy6tunel 1a u 1b), 2, 3) Mnaswma kposi n02 950 20% 158
(Hepatitis C Virus (HCV) RNA, Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 1b), 2, 3))
3.2.10.7.17 Bupyc renatuta C, onpegenenve PHK 8 nnasme kposu, konnuectseHHoe (HCV RNA, Plasma, Quantitative) Mna3ma kposw Ao 11 14500 20% 2417
Bupyc renatuta C, KonudectseHHoe onpegenerue PHK Bupyca v reHotunuposaHue (Tunbl 1, 2, 3) (Hepatitis C
3.2.10.7.18 CbIBOPOTKA KpOBYU 02 3500 20% 583
Virus (HCV) RNA, Quantitative PCR, Genotyping (Types 1, 2, 3)) P P A ”
3.2.10.7.19 Bupyc renatura C (CITO), onpeaenenune PHK B nnasme kposu, konndecteeHHoe (HCV RNA, Plasma, Quantitative) Mna3ma Kkposw A0 6! 22000 20% 3667
3.2.10.7.20 BMpyc»ren»amTa C, onpeaenexue PHK B cbiBopoTke Kposu metogom MLP, konnuyectseHHoe (HCV RNA, Serum, ChIBOPOTKA KPOBM 202 3200 20% 533
Quantitative, PCR)
32.10.7.21 Bupyc rer!a.'rwra C (BrC), ynbtpauyscteutensHoe onpesenerue PHK BI'C (Hepatitis C Virus (HCV) RNA, ChiBopoTKa KpOBM 205 2900 20% 483
Ultrasensitive PCR)
3.2.10.7.22 Bupyc renatuta C PHK, reHoTunuposaxue 6 reHotunos (1a,1b,2,3a,4,5a,6) Kposb £09 2650 20% 442
3.2.10.7.23 MyTaumm nekapcTeeHHoit peaucteHTHocTn NS3, NS5A 1 NS5B pernoHos reHoma Bupyca renaturta C (ans Kposb n013 9990 20% 1665
reHoTunos 1a, 1b)
3.2.10.7.24 MyTaumu nekapcTeeHHoit pesucteHTHocTn NS3, NS5A u NS5B pervnoHos reHoma supyca renatuta C (ans Kposb 2013 9990 20% 1665
reHoTuna 3)
3.2.10.7.25 Bupyc renatuta D, onpegenerue PHK 8 cbiBopoTke Kposu (HDV RNA, Serum) CbIBOPOTKa KPOBU Ao 2 810 20% 135
3.2.10.7.26 Bupyc renatuta G, onpeaenexue PHK B cbiBopoTke kposu (HGV RNA, Serum) CbIBOPOTKA KPOBU A0 2 990 20% 165
32.107.27 BneaHas Tpem)HeM'a, on.pe,qel?eHM-e [HK B cockobe anuTennanbHbix KNETOK KOHbIOHKTUBbLI (Treponema pallidum, Cockob 202 330 20% 55
DNA, Scrape of Conjunctiva Epithelial Cells )
3.2.10.7.28 BneaHas Tp?nor-c.ema,.onpe,qenenme [HK B cockobe anuTennanbHbix KNeTok kKoxu (Treponema pallidum, DNA, Cockob 202 330 20% 55
Scrape of Skin Epithelial Cells)
3.2.10.7.29 BnegHas TpenoHema, onpegenenune [1HK 8 moye (Treponema pallidum, DNA, Urine) Moua 402 330 20% 55
3.2.10.7.30 BnegHasn TpenoHema, onpegeneHue [AHK B otaensemom (Treponema pallidum, DNA, Secretion) Or, e A0 2 330 20% 55
32.107.31 BnegHas Tpenor-cervla?, onp.e,qeljenme [HK B cockobe anuTennanbHbix KNeTok potornotku (Treponema pallidum, Cockob 202 330 20% 55
DNA, Scrape of Faucial Epithelial Cells)
3.2.10.7.32 BnegHas TpenoHema, onpegenenune [JHK 8 cbiBopoTke Kposu (Treponema pallidum, DNA, Serum) CbIBOPOTKa KPOBU 402 570 20% 95
32.10.7.33 EIILTL/;,)Han TpenoHema, onpegenerue [HK B cnuHHOMO3rosoi xugroctv (Treponema pallidum, DNA, Cerebrospinal CRMHHOMO3rOBaR JKMAKOCTD n02 330 20% 55
3.2.10.7.34 En&vzp,Han TpenoHema, onpegenerune [HK B cekpeTe npoctartel, 3akynaTe (Treponema pallidum, DNA, Prostatic CeKper npocTaThi; AKyAAT n02 330 20% 55
Fluid, Semen)
3.2.10.7.35 EneFHan TpenoHema, onpep,enerfwe AHK B .cocmﬁe 3MUTENNANBHBIX KNETOK YPOTreHUTanbHOro TpakTa (Treponema Cockob 202 330 20% 55
pallidum, DNA, Scrape of Urogenital Epithelial Cells)
TpaHcmuccnBHbie nHdekumm (MLP)
3.2.10.8.4 Boppenuu, onpegeneruve JHK 8 cuHoBuanbHow xuakoctv (Borrelia burgdorferi, DNA, Synovial Fluid) CUHOBMaNbHAA KUAKOCTb Ao 2 550 20% 92
3.2.10.8.5 Boppenuu, onpegeneHue AHK B cnnHHomo3rosow xugroctu (Borrelia burgdorferi, DNA, Cerebrospinal Fluid) CNUHHOMO3rOBas XMAKOCTb Ao 2 550 20% 92
Bupyc nanunnombl YenoBeKa BbICOKOro OHKOreHHOro pucka, CKpuHUHr 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52,
3.2.10.8.6 56, 58, 59, 66, 68 + KBM, onpegenerue [IHK B cockobe snuTennanbHbiX KAETOK CIU3UCTON NPAMOIA Kuwkn (HPV Cockob Ao 3 920 20% 153
DNA, Scrape of Rectal Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*
Bupyc nanunnombl YenoBeKa BbICOKOro OHKOreHHOro pucka, CKpUHUHT 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52,
3.2.10.8.7 56, 58, 59, 66, 68 + KBM, onpegenerue [IHK B cockobe anuTennanbHbix KNeTok potornoTtku (HPV DNA, Scrape of Cockob Ao 3 920 20% 153
Faucial Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )*
Bupyc nanunnombl YenoseKa BbICOKOTO OHKOTE@HHOrO pucka, CKpuHUHT 14 Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52,
+
321088 56, 58, 59, 66, 68 KBM, onp_ege/!eume [HK 8 cockobe anuTennanbHbIX KNeTOK ypOreHUTasbHOro TpakTa (HPV. Cockob n03 920 20% 153
DNA, Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening
)*
321089 Bupyc nanunnombl YenoBeKa BbICOKOrO OHKOTEHHOrO pUCKa, onpeaeneHue ,CI,H}_( 16wmn _18 njmua + KBM B cockobe Cocko £03 590 20% 98
3NUTENMaNbHbIX KNETOK yporeHUTanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 2 Types (16, 18))
Bupyc nanunnombl YenoseKa BbICOKOrO OHKOTEHHOro p1cka, reHoTunuposaHue [HK 14 tunos: 16, 18, 31, 33, 35,
3.2.10.8.12 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM 8 cockobe anuTenunasnbHbiX KIETOK yporeHuTanbHoro Tpakta (HPV DNA, Cockob no3 1100 20% 183
Scrape of Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68))
Bupyc nanuanombl YenoBeKa HU3KOro OHKOTEHHOTO pucka, onpegenenve [HK 3 tunos: 6, 11, 44 + KBM 8 cockobe
3.2.10.8.13 3NUTeNNaNbHBIX KNETOK yporeHuTanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 3 Types (6, 11, Cockob no3 420 20% 70
44))
3.2.108.14 Bupyc nannunnomsbl 4enoseka Hmarioro OHK?I’EHHOI’O pucka, onpegenenue [HK 3 'nfmoB.: 6, 11, 44 + KBM B cockobe Cockob £03 420 20% 70
3NUTENNANbHbIX KNETOK CIM3KUCTOMN NpAamoit Kuwku (HPV DNA, Scrape of Rectal Epithelial Cells, 3 Types (6, 11, 44))
B 16,11,
32.10.8.15 MPYC Nanuia0Mbl Yes0BEKa HU3KOTO OHKOFEHHOTO PUCKa, OI‘l}:)e/J,el?eHMF [OHK 3 tunos: 6, 11, 44 8 cockobe Cockob 203 220 20% 70
3anuTeNMnanbHbIX KNeTok potornotku (HPV DNA, Scrape of Faucial Epithelial Cells, 3 Types (6, 11, 44))
3.2.10.8.16 Bupyc nanunnombl Yenoseka, onpeaenenve JHK 4 mr!os: 6,.11, %6, 18 + KBM B cockobe BHVITeIIVIaIIle.:IX KNeTok Cockob n02 540 20% %0
yporeHutanbHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 4 Types (6, 11, 16, 18) Screening )
[nddepeHumposaHHoe onpeaenerme JHK BMY (Bupyc nanunnomsl yenoseka) 14 tunos: 16, 18, 31, 33, 35, 39, 45,
3.2.10.8.17 51, 52, 56, 58, 59, 66, 68 + KBM B cockobe anuTennanbHbIx KNETOK yporeHuTansHoro Tpakta (HPV DNA, Scrape of Cockob no3 1200 20% 200
Urogenital Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening)
Bupyc nanunnomel Yenoseka, onpegenenune AHK 21 tuna: 6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56,
3.2.10.8.18 58, 59, 66, 68, 73, 82 + KBM B cockobe anuTenunanbHbix KNETOK yporeHuTanbHoro Tpakta (HPV DNA, Scrape of Cockob no3 2600 20% 433
Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82))
3.2.10.8.23 FapaHepenna, onpeaenexne AHK 8 moue (Gardnerella vaginalis, DNA, Urine) Moua A0 2 300 20% 50
malis D " "
32.10.8.24 FapaHepenna, onpeaenenue [HK B cekpete npoctaTbl, 3akynate (Gardnerella vaginalis, DNA, Prostatic Fluid, Cexper npocraThi; 3aKynaT n02 300 20% 50
Semen)
3.2.10.8.25 I'aptu.Helpenna, onpeaenexue ,ELHK B coclkoﬁfe 3MNUTENNANbHBIX KNETOK yporeHUTanbHoro TpakTa (Gardnerella Cockob n02 300 20% 50
vaginalis, DNA, Scrape of Urogenital Epithelial Cells)
JNlabopaTopHoe uccnenosaHue Knewa ans BoissneHus PHK/AHK Bo36yauteneit nHbekumii, nepeaatowmxcs
32.10.8.26 MKCO,CLO?bIMM Kneuwamu: KnEmEBqM ?HLLEQ?AI'IVIT, EOPPEﬂVIOl3.(BO.I'IE3Hb NIANMA), AHAI‘II‘IASMO}, 3P/INXMO3 Kneu, 206 3400 20% 567
(Detection of pathogen DNA/RNA in ticks: Tick-borne encephalitis Virus (TBEV), Borrelia burgdorferis. I.,
Anaplasma Phagocytophillum, Ehrlichia muris/chaffeensis6é (RNA/DNA), PCR)
pubkoBblie uHdpekuum (MLP)
3.2.10.10.1 Kanauaa, onpegenenue [HK 8 Bbinote (Candida albicans, DNA, Exudate) BbInoTbl £02 300 20% 50
3210102 Ka.H,qm»J,a, onpeaenenune [JHK B cockobe anutenuanbHbix Knetok koxu (Candida albicans, DNA, Scrape of Skin Cockob n02 300 20% 50
Epithelial Cells)
3.2.10.10.3 Kanaguaa, onpegenenuve AHK B moue (Candida albicans, DNA, Urine) Moua 102 300 20% 50
3210104 Kanauaa, onpesenenve TELHK‘B cockobe anuTennanbHbIX KNETOK CAMBKUCTOM Npamoit Kuwkm (Candida albicans, Cockob 202 300 20% 50
DNA, Scrape of Rectal Epithelial Cells)
3210105 KaH,C!M,CLa, .onpéneneHme [HK B cockobe anuTennanbHbix kKnetok potornotku (Candida albicans, DNA, Scrape of Cockob 202 300 20% 50
Faucial Epithelial Cells)
3.2.10.10.6 Kanauaa, onpegenenue [HK 8 cntore (Candida albicans, DNA, Saliva) CntoHa £02 300 20% 50
3.2.10.10.7 Kanaunaa, onpegenenue [IHK B cekpete npocrartsl, 3akynate (Candida albicans, DNA, Prostatic Fluid, Semen) CeKpeT nNpocTaTbl; IAKYAAT| no2 290 20% 48
3.2.10.10.8 Kangunaa, onpegenerue [HK 8 cockobe anuTennanbHbix KIETOK yporeHuTanbHoro TpakTa (Candida albicans, DNA, Cockob 202 340 20% 57

Scrape of Urogenital Epithelial Cells)
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3.2.10.10.10 KaHAnA03, CKpMHUHT M TUNMpoBaHue (Candidiasis, Screening and Typing) Cockob Ao 3 950 20% 158
3.2.10.10.11 KaHanpos, ckpuuunr (Candidiasis, Screening ) Cockob £03 390 20% 65
3.2.10.10.12 Kanaunaos, Tunuposanve (Candidiasis, Typing) Cockob Ao 3 690 20% 115
Apyrue BupycHbie nHdpexumnm(MNLP)
3.2.10.2.10 Bupyc Varicella-Zoster, onpegenenvie AHK 8 catoHe (VaricellaZosterVirus, DNA, saliva) CntoHa A0 4 400 20% 67
3210211 Bupyc V?ricella-Zoster, onpegenejHMe F'HK_B cockobe anuTeIManbHbIX KNeToK CAu3ncToit potornotku (Varicella Cockob nod 200 20% 67
Zoster Virus, DNA, scrape of faucial epithelial cells)
32.102.12 Bupyc Varic.ella-Z.oste.r, onpepaenexue [HK B cockobe anuTenunanbHbix KNETOK Koxku (Varicella Zoster Virus, DNA, Cockob nod 200 20% 67
scrape of skin epithelial cells)
3.2.10.2.13 Bupyc Varicella-Zoster, onpegenenve AHK B cbiBopoTke Kposw (Varicella ZosterVirus, DNA, serum) CbIBOPOTKA KPOBU 10 4] 400 20% 67
3.2.10.2.14 JNuctepun, onpep.e‘newe [HK B cockobe anuTennanbHbiX KNeTOK CAM3UCTOI Hoca (Listeria monocytogenes, DNA, Cockob n06 310 20% 52
Scrape of Nasal Epithelial Cells)
3.2.10.2.15 Jluctrepuu, onpegenexue AHK B moue (Listeria monocytogenes, DNA, Urine) Moua A0 6! 330 20% 55
3.2.10.2.16 Jluctepuu, onpegenexve JHK B nnasme kposwm (Listeria monocytogenes, DNA, Plasma) Mnasma Kposu 10 6! 310 20% 52
3.2.10.2.17 JNuctepun, onp.ep.en.em? [HK B cockobe anuTennanbHbiX KNeTOK PoTornoTku (Listeria monocytogenes, DNA, Cockob n06 310 20% 52
Scrape of Faucial Epithelial Cells)
3.2.10.2.18 Jiuctepun, onpegenerue JHK B cuHoBManbHoOM kuaKocTu (Listeria monocytogenes, DNA, Synovial Fluid) CMHOBMabHAA KUAKOCTb A0 6] 480 20% 80
3.2.10.2.19 Jiuctrepun, onpegenerue JHK B ciuHHOMO3roBoii )ugkoctu (Listeria monocytogenes, DNA, Cerebrospinal Fluid) CNMHHOMO3rOBan XUAKOCTb A0 6] 310 20% 52
3.2.10.2.20 CTpenToKOKK, onpegeneHve AHK B mokporte (Streptococcus spp., DNA, Sputum) Mokpota A0 4 750 20% 125
3.2.10.2.21 CTpenToKoKK, onpegenernve JHK B nnasme kposu (Streptococcus spp., DNA, Plasma) Mnasma Kposu A0 4] 620 20% 103
3.2.10.2.22 CTperIT'OKDKK', on;.)e,u,eneHMe [HK B cockobe anuTennanbHbIx KNETOK POTOrNOTKM (Streptococcus spp., DNA, Scrape Cockob nod 480 20% 20
of Faucial Epithelial Cells)
3.2.10.2.23 CTpenToKoKK, onpeaeneHve AHK B catoHe (Streptococcus spp., DNA, Saliva) CntoHa A0 4 480 20% 80
3.2.10.2.24 Bupyc dnwreiHa-bapp, onpegenenve JHK B Boinote (EBV DNA, Exudate) BbInoTbl A0 2 300 20% 50
3.2.10.2.25 Bupyc dnwreitHa-bapp, onpeaenerune AHK B BeHo3HoM Kposu (EBV DNA, Blood) LienbHan Kposb 402 300 20% 50
3.2.10.2.26 Bupyc dnwreiHa-bapp, onpeaenenve [IHK B moue (EBV DNA, Urine) Moya A0 2 300 20% 50
3.2.10.2.27 Bupyc dnwreitHa-bapp, onpeaenenune [HK B cockobe anuTenunanbHbiX KAETOK camsucToi Hoca (EBV DNA, Scrape Cockob no2 300 20% 50
of Nasal Epithelial Cells)
3.2.10.2.28 Bupyc dnwreitHa-bapp, onpeaenerune [AHK B cockobe anutenunanbHbix KAeTok potornoTku (EBV DNA, Scrape of Cockob no2 300 20% 50
Faucial Epithelial Cells)
3.2.10.2.29 Bupyc dnwreitHa-bapp, kauectBeHHoe onpeaenerune [HK B cbiBopoTke Kposu (EBV DNA, Serum) CbIBOPOTKa KPOBU 402 590 20% 98
3.2.10.2.30 Bupyc dnwreiHa-bapp, onpegenenve AHK B catoHe (EBV DNA, Saliva) CntoHa A0 2 300 20% 50
3.2.10.2.31 Bupyc dnwrTeiiHa-bapp, onpeaenenune [HK B cnuHHomo3rosoit xuaroctu (EBV DNA, Cerebrospinal Fluid) CNMHHOMO3r0OBan XUAKOCTb no2 300 20% 50
3.2.10.2.32 Bupyc dnwreiiHa-bapp, onpeaenenune [HK B cekpeTe npoctartl, 3akynaTe (EBV DNA, Prostatic Fluid, Semen) CeKpeT npocTaTbl; IAKYNAT| Ao 2 300 20% 50
3.2.10.2.33 Bupyc SnLuTeﬁHa-.Bapp,.onp.e,qenewe [HK B cockobe anuTennanbHbIx KNETOK yporeHuTanbHoro Tpakta (EBV DNA, Cockob 202 300 20% 50
Scrape of Urogenital Epithelial Cells)
3.2.10.2.34 Bupyc dnwreiiHa-bapp, koandyectseHHoe onpegenerue [HK 8 cbiBopoTke Kposw (EBV DNA, Serum) CbIBOPOTKa KPOBU £o3 590 20% 98
AJIEPTONOrUA OBLIAA
3.2.2.05 D031HOGMbHDINM KaTUOHHbIN 6enok (Eosinophil Cationic Protein, ECP) CbIBOPOTKa KPOBU A0 4 800 20% 133
3.2.2.06 MmmyHornobyauH E, 06wmii Ig E ImmunoCAP CbIBOPOTKa KPOBU A0 3 690 20% 115
3.2.2.0.7 Tpuntasa, ImmunoCAP CbIBOPOTKa KPOBU [0 5 3130 20% 522
3.2.2.0.8 JlaTekc, IgE (Latex, IgG, K82) CbIBOpPOTKa KpoBU A0 4/ 430 20% 72
3.2.2.09 Natekc (k82) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1030 20% 172
Onp ¢ KuX IgE (AMarHoCTMKa aTonMYecKMX peakuuii)
AnnepreHbl Hacekombix (IZE)
3.2.13.1.7 4, nuenbl megoHocHoi (i1) IgE, ImmunoCAP CbIBOpPOTKa KpoBU Ao 5 1050 20% 175
3.2.13.1.8 14, ocbl NATHKCTOM (i2) IgE, ImmunoCAP CbIBOPOTKa KPOBU [0 5 1050 20% 175
3.2.13.1.9 14, ocbl 06bIKHOBEHHOM (i3) IgE, ImmunoCAP CbIBOpOTKa KpoBU Ao 5 1050 20% 175
3.2.13.1.10 Komap (i71) IgE, ImmunoCAP CbIBOPOTKa KPOBU [0 5 1050 20% 175
3.2.13.1.11 TapakaH pbixkuit (npycak) (i6) IgE, ImmunoCAP CblBOPOTKa KPOBU A0 3 900 20% 150
3.2.13.1.12 A4, wepwHs (i75) IgE, ImmunoCAP CbIBOPOTKa KPOBU [0 5 1050 20% 175
3.2.13.1.13 TapakaH, IgE (Cockroach, IgE, 16) CbIBOpPOTKa KpoBu A0 4/ 450 20% 75
BbiTOBbIE U FPUBKOBbIE annepreHbl
3.2.13.2.10 Knew, somawHeit nbiam / D. pteronyssinus (d1) IgE, ImmunoCAP CbIBOpPOTKa KpoBU Ao 3 900 20% 150
3.2.13.2.11 Knew gomawHein nbiam / D. farina (d2) IgE, ImmunoCAP CbIBOPOTKa KPOBU Ao 3 900 20% 150
3.2.13.2.12 [JomawHas nbinb (Greer Labs.) (h1) IgE, ImmunoCAP CbIBOPOTKa KPOBU no3 900 20% 150
3.2.13.2.13 [JomawHas nbinb (Hollister —Stier) (h2) IgE, ImmunoCAP CbIBOPOTKa KPOBU £o3 900 20% 150
3.2.13.2.14 Mnecenb Alternaria alternata (m6) IgE, ImmunoCAP CbIBOPOTKa KPOBU Ao 3 900 20% 150
3.2.13.2.15 MNnecHesbint rpub Aspergillus fumigatus (m3) IgE, ImmunoCAP CbIBOPOTKa KPOBU 4o 3 900 20% 150
3.2.13.2.16 Mnecenb Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP CbIBOPOTKa KPOBU Ao 5 1050 20% 175
3.2.13.2.17 I'pu6bl BUAa Candida albicans (m5) IgE, ImmunoCAP CbIBOPOTKa KPOBU 405 1050 20% 175
3.2.13.2.18 Mnecexb Cladosporium herbarum (m2) Ig, ImmunoCAP CblBOPOTKa KPOBU Ao 5 1050 20% 175
3.2.13.2.19 pu6bl poga Mal spp. (m227) Ig, ImmunoCAP CbIBOPOTKa KPOBU 405 1050 20% 175
3.2.13.2.22 Cmecb annepreHos nneceln (mx2) IgE, ImmunoCAP CblBOPOTKa KpOBU Ao 3 1350 20% 225
3.2.13.2.23 Cmecb annepreHos gomaluHei nbiau (Hollister-Stier) (hx2) IgE, ImmunoCAP CbIBOPOTKa KPOBU 4o 3 1350 20% 225
3.2.13.2.24 Cmecb annepreHoB naecHesbIx rpubkos (mx1) IgE, ImmunoCAP CbIBOpOTKa KpoBU Ao 3 1350 20% 225
3.2.13.2.25 OCHOBHOW a/1IepProKOMMoHeHT naecexu Alternaria alternata, rAlt a 1 (m229) IgE, ImmunoCAP CbIBOPOTKa KPOBU 405 3100 20% 517
Cmecb annepreHos nnecenu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida
3.2.13.2.26 albicans, Alternaria tenuis, IgE (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium notatum, Cladosporium CbIBOPOTKa KPOBU 1 990 20% 165
herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgE)*
3.2.13.2.27 MNnecenb Penicillium notatum, IgE (Penicillium notatum, Ige, M1) CbIBOPOTKa KPOBU 1 450 20% 75
3.2.13.2.28 Mnecetb Cladosporium herbarum, IgE (Cladosporium herbarum, IgE, M2) CbIBOPOTKa KPOBU 1 450 20% 75
3.2.13.2.29 MNnecexb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3) CbIBOPOTKa KPOBU 1 450 20% 75
3.2.13.2.30 Mnecexb Candida albicans, IgE (Candida albicans, IgE, M5) CbIBOPOTKa KPOBU Ao 4 450 20% 75
3.2.13.2.31 MNnecenb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6) CbIBOPOTKa KPOBU 1 450 20% 75
3.2.13.2.32 [JlomawHss nbinb/H1-Greer, IgE (House Dust — Greer, IgE, H1) CbIBOpOTKa KpoBu 1 450 20% 75
3.2.13.2.33 Knew Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides pteronyssinus, IgE, D1) CbIBOPOTKa KPOBU 1 450 20% 75
3.2.13.2.34 Knew, Dermatophagoides farinae (D2), IgE (Dermatophagoides farinae, IgE, D2) CbIBOPOTKa KPOBU 1 450 20% 75
JleKapCTBeHHbIE annepreHb!
3.2.13.3.10 CTadnNOKOKKOBBIN 3HTepoTOKCHH A (m80) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.3.11 CTad1I0KOKKOBbIN 3HTEpOoTOKCMH B (M81) IgE, ImmunoCAP CbIBOPOTKA KpOBU A0 5 1050 20% 175
3.2.13.3.12 CTadUNOKOKKOBBIN 3HTEPOTOKCUH TSST (M226) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.3.13 MNenunumnnu G (cl) IgE, ImmunoCAP CbIBOPOTKa KPOBU 405 1050 20% 175
3.2.13.3.14 MNenunupnnud V (c2) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.3.15 XnoprekcuauH (c8) IgE, ImmunoCAP CbIBOPOTKa KPOBU 405 1050 20% 175
3.2.13.3.16 Popmansaerng / dopmanun (k80) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175
Tpasbl annepretb! (IgE)
3.2.13.4.21 Tumodeeska nyrosas (g6) IgE, ImmunoCAP CbIBOPOTKa KPOBU Ao 3 900 20% 150
3.2.13.4.22 MonbiHb 06bIKHOBEHHas (wW6) IgE, ImmunoCAP CbIBOPOTKA KpOBU £o3 900 20% 150
3.2.13.4.23 MonbiHb ropbkas (wb) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.4.24 CMecb anepreHos Mbliblibl COPHbIX Tpas (wx1) IgE, ImmunoCAP CbIBOPOTKA KpOBU £03 1350 20% 225
3.2.13.4.25 CMmecb MblNbLipl paHHeUBeTyLMX Ayroebix Tpas (gx1) IgE, ImmunoCAP CbIBOPOTKa KPOBU Ao 3 1350 20% 225
3.2.13.4.26 Tumodeeska nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP CbIBOPOTKA KpOBU £o3 2400 20% 400
3.2.13.4.27 Tumodeeska nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 2400 20% 400
3.2.13.4.28 Amb6pO3us BbICOKas, NosblHOAMUCTHAsA, nAmb al (w230) IgE, ImmunoCAP CbIBOPOTKA KpOBU £o3 2400 20% 400
3.2.13.4.29 MonblHb 06bIKHOBEeHHas, NArtvl (w231) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 3 2400 20% 400
3.2.13.4.30 MNonbiHb 06bIKHOBEHHas, nArtv3 (w233) IgE, ImmenoCAP CbIBOPOTKA KpOBU A0 5 3100 20% 517
3.2.13.4.31 OBcAHMUa nyrosas (g4) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175
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3.2.13.4.32 0OfyBaHYMK 06bIKHOBEHHbI (W8) IE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.4.33 MNoaconHeuHuk (w204) IgE, ImmunoCAP CbIBOPOTKa KPOBU 005 1050 20% 175
3.2.13.4.34 Pomaluka (w206) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175

Cmecb annepreHoB TpaBbl: exa c6opHas, OBCAHHULA NIYTOBaA, POXKb MHOTONETHAR, TUMOdEEBKa, MAT/MK J1YrOBOIA,
3.2.13.4.35 IgE (GP1 (G3, G4, G5, G6, G8), Grass Panel 1: Orchard Grass, Meadow Fescue, Perennial Rye Grass, Timothy Grass, CbIBOPOTKa KPOBU 1 990 20% 165

June Grass (Kentucky Bluegrass), IgE)*

Cmecb ann1epreHoB Tpasbl: KONIOCOK AYLIMCTbIN, POXKb MHOTONETHAA, TUMOGbEEBKa, POXKb Ky/IbTUBMPOBaHHaA,
3.2.13.4.36 ByxapHuK wepctuctblit, IgE (GP3 (G1, G5, G6, G12, G13), Grass Panel: Sweet Vernal Grass, Perennial Rye Grass, CbIBOpOTKa KpoBU Ao 4 990 20% 165

Timothy Grass, Cultivated Rye Grass, Velvet Grass, IgE)*

Cmecb annepreHoB COPHOI Tpasbl: aMBPO3UA NOJIbIHHONUCTHAA, NO/bIHb 0BbIKHOBEHHAA, NOAOPOXKHIK, Mapb
3.2.13.4.37 6enan, yeptononox pycckuit, IgE (WP1 (W1, W6, W9, W10, W11), Weed Panel: Common Ragweed, Mugwort, CbIBOPOTKa KPOBU 1 990 20% 165

English Plantain, Lamb's Quarters, Russian Thistle, IgE)*
3.2.13.4.38 Tumodeeska, nbinbua, IgE (Timothy Grass, IgE, G6) CbIBOPOTKa KPOBU A0 4 450 20% 75
3.2.13.4.39 MonbiHb 06bIKHOBEHHas, MbinbLa, IgE (Mugwort, IgE, W6) CbIBOPOTKA KPOBU 10 4] 450 20% 75
3.2.13.4.40 MonbiHb ropbkas, IgE (Wormwood, IgE, W5) CbIBOPOTKa KPOBU A0 4 450 20% 75

MonouHble NPoAYKTbI
3.2.13.5.14 Mosioko Koposbe (f2) IgE, ImmunoCAP CbIBOPOTKa KPOBU Ao 3 900 20% 150
3.2.13.5.15 KazeunH, monoko (nBos d8) (f78) IgE, ImmunoCAP CbIBOPOTKa KPOBU Ao 3 1150 20% 192
3.2.13.5.16 Anbda-nakranbbymuH (nBos d4) (f76) IgE, ImmunoCAP CbIBOPOTKa KPOBU Ao 3 1990 20% 332
3.2.13.5.17 Bera-nakrornobynwvt, (nBos d5) (f77) Ig, ImmunoCAP CbIBOPOTKA KPOBU Ao 3 1990 20% 332
3.2.13.5.18 Mosioko Kosbe (f300) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.5.19 Berta-nakrornobynwH, IgE (Beta Lactoglobulin, IgE, F77) CbIBOPOTKA KPOBU A0 4] 450 20% 75
3.2.13.5.20 KasewH, IgE (Casein, IgE, F78) CbIBOPOTKa KPOBU A0 4 450 20% 75
3.2.13.5.21 Koposbe monoko, IgE (Milk, IgE, F2) CbIBOPOTKA KPOBU 1 450 20% 75
Mbinbua Aepesbes

3.2.13.6.13 Bepesa (t3) IgE, ImmunoCAP CbIBOPOTKA KPOBU Ao 3 900 20% 150
3.2.13.6.14 Cmecb annepreHos nbliblbl gepesbes (tx9) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 3 1350 20% 225
3.2.13.6.15 Bepesa 6oposasyatas, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP CbIBOPOTKA KPOBU Ao 3 2400 20% 400
3.2.13.6.16 Bepesa 6opoaasuyaras, rBet v2, rBet v4 (t221) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 3 2400 20% 400

Cmecb annepreHoB AepeBbeB: 0/1bXa, felMHa 0bbIKHOBEHHasA, uBa, 6epesa, ay6, IgE (TPI (T2, T4, T12, T3, T7),
3.2.13.6.17 Tree Panel: Alder, Hazelnut, Willow, Birch, Oak, IgE) Col0pOTKa KpOBM ! 990 20% 165
3.2.13.6.18 Bepesa, nbiibua, IgE (Birch, IgE, T3) CbIBOPOTKA KPOBU A0 4] 450 20% 75
3.2.13.6.19 Tonons, IgE (Cottonwood, IgE, T14) CbIBOPOTKa KPOBU A0 4 450 20% 75

Pbi6a 1 MOpPENpoAyKTbI
3.2.13.7.14 Kpesertka (f24) IgE, ImmunoCAP CbIBOPOTKa KPOBU Ao 3 1050 20% 175
3.2.13.7.15 Kpab (f23) IgE, ImmunoCAP CbIBOPOTKA KPOBU A0 5 1050 20% 175
3.2.13.7.16 Tponom1osuH KpeBeToK, rPen al(f351) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 3000 20% 500
3.2.13.7.17 Kapn, napsanbbymuH, rCyp c 1 (f355) IgE, ImmunoCAP CbIBOPOTKA KPOBU A0 5 3000 20% 500
3.2.13.7.18 Kpabbi, IgE (Crab, IgE, F23) CbIBOPOTKa KPOBU A0 4 450 20% 75
3.2.13.7.19 KpeBeTky, IgE (Shrimp, IgE, F24) CbIBOpPOTKa KpoBU A0 4/ 450 20% 75
3.2.13.7.20 Tpecka, IgE (Codfish, IgE, F3) CbIBOPOTKa KPOBU 1 450 20% 75
3.2.13.7.21 Tpecka aTnaHTUYeckas (f3) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 3 900 20% 150
CemeHa, 6060Bble U opexu
3.2.13.8.28 MNwennya (f4) IgE, ImmunoCAP CbIBOpPOTKa KpoBU Ao 3 900 20% 150
3.2.13.8.29 Kakao (f93) IgE, ImmunoCAP CbIBOPOTKa KPOBU [0 5 1050 20% 175
3.2.13.8.30 Coesble 606bl (f14) IgE, ImmunoCAP CbIBOpPOTKa KpoBU Ao 3 900 20% 150
3.2.13.8.31 Apaxwc (f13) Ig, ImmunoCAP CbIBOPOTKa KPOBU Ao 3 900 20% 150
3.2.13.8.32 [lpossku nekapckue (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP CbIBOpPOTKa KpoBU Ao 5 1050 20% 175
3.2.13.8.33 Osec (f7) Ig, ImmunoCAP CbIBOPOTKa KPOBU Ao 3 900 20% 150
3.2.13.8.34 peunxa (f11), IgE, ImmunoCAP CbIBOpPOTKa KpoBU Ao 5 1050 20% 175
3.2.13.8.35 Puc (f9) IgE, ImmunoCAP CbIBOPOTKa KPOBU [0 5 1050 20% 175
3.2.13.8.36 PyHayk (f17) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.8.37 MNpoco nocesHoe (nweHo) (f55) IgE, ImmunoCAP CbIBOPOTKa KPOBU [0 5 1050 20% 175
3.2.13.8.38 Cos, rGly m 4/PR-10 (f353) IgE, ImmunoCAP CbIBOpPOTKa KpoBU Ao 5 2500 20% 417
3.2.13.8.39 Apaxuc, rAra h 1 (f422) Ig, ImmunoCAP CbIBOPOTKa KPOBU [0 5 3100 20% 517
3.2.13.8.40 Apaxuc, rAra h 2 (f423) Ig, ImmunoCAP CbIBOpPOTKa KpoBU Ao 5 3100 20% 517
3.2.13.8.41 Apaxuc, rAra h 3 (f424) Ig, ImmunoCAP CbIBOPOTKa KPOBU [0 5 3100 20% 517
3.2.13.8.42 Apaxuc, rAra h 8/PR-10 6enok (f352) IgE, ImmunoCAP CbIBOPOTKa KPOBU Ao 5 3100 20% 517
3.2.13.8.43 Apaxuc, rAra h 9 LTP (f427) IgE, ImmunoCAP CbIBOPOTKa KPOBU [0 5 3100 20% 517
3.2.13.8.44 Poxb (f5) IgE, ImmunoCAP CbIBOpPOTKa KpoBU Ao 5 1050 20% 175
3.2.13.8.45 Kode (f221), IgE, ImmunoCAP (Coffee, Coffea spp., IgE, ImmunoCAP) CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.8.46 Yait nnctosoii (f222) IgE, ImmunoCAP CblBOPOTKa KpOBU Ao 5 1050 20% 175
3.2.13.8.47 flumenb (f6) IgE, ImmunoCAP CbIBOPOTKa KPOBU 405 1050 20% 175
3.2.13.8.48 lopox (f12), IgE, ImmunoCAP (Pea, Pisum sativum, IgE, ImmunoCAP) CbIBOpOTKa KpoBu A0 5 1050 20% 175
3.2.13.8.49 MuHganb (f20) IgE, ImmunoCAP CbIBOPOTKa KPOBU 405 1050 20% 175
3.2.13.8.50 Apaxwc, IgE (Peanut, IgE, F13) CbIBOpOTKa KpoBu A0 4/ 450 20% 75
3.2.13.8.51 IpeyHeBas MyKa, IgE (Buckwheat, IgE, F11) CbIBOPOTKa KPOBU 40 4 450 20% 75
3.2.13.8.52 Mekapckue apoxku, IgE (Baker's Yeast, IgE, F45) CbIBOPOTKa KPOBU A0 4] 450 20% 75
3.2.13.8.53 MusHble Aposksky, IgE (Brewer’s Yeast, IgE, F403) CbIBOPOTKa KPOBU 40 4 450 20% 75
3.2.13.8.54 Mpoco, IgE (Common Millet, IgE, F55) CblBOPOTKa KpOBU Ao 4 450 20% 75
3.2.13.8.55 MNweHunyHas mykKa, IgE (Wheat, IgE, F4) CbIBOPOTKa KPOBU 1 450 20% 75
3.2.13.8.56 Puc, IgE (Rice, IgE, F9) CbIBOpPOTKa KpoBM Ao 4 450 20% 75
3.2.13.8.57 Coesble 606bl, IgE (Soybean, IgE, F14) CbIBOPOTKa KPOBU 40 4 450 20% 75
3.2.13.8.58 DPyHAyK, IgE (Hazelnut, IgE, F17) CbIBOpOTKa KpoBu A0 4] 450 20% 75
3.2.13.8.59 LLlokonag, IgE (Chocolate, IgE, F105) CbIBOPOTKa KPOBU 1 450 20% 75
3.2.13.8.60 OBCAHaA MyKa, IgE (Oat, IgE, F7) CbIBOpOTKa KpoBU no 4 450 20% 75
3.2.13.8.61 Omera-5 MuaguH nwenHwnubl, rTria 19 (f416) IgE, ImmunoCAP CbIBOPOTKa KPOBU 405 2500 20% 417
DpyKTbl U OBOLM

3.2.13.10.26 Cmecb nuLesbix annepreHos 1: anenbcuH, 6aHaH, a6aoko, nepcuk, IgE (FP15 (F33, F49, F92, F95), Food Panel: ChiBopoTKa KpOBM nod 990 20% 165

Orange, Banana, Apple, Peach, IgE)*
3.2.13.10.27 CM?Cb NULLEBbLIX annepr.eHoa 2: kuBm, maHro, 6aHaH, aHaHac, Igk (FP50 (F84, F91, F92, F210), Food Panel: Kiwi ChIBOPOTKa KpOBU nod 990 20% 165

Fruit, Mango, Banana, Pineapple, IgE)*
3.2.13.10.28 AHaHac, IgE (Pineapple, IgE, F210) CbIBOPOTKa KPOBU 40 4 450 20% 75
3.2.13.10.29 AnenbcuH, IgE (Orange, IgE, F33) CbIBOpOTKa KpoBU 1 450 20% 75
3.2.13.10.30 BaHaH, IgE (Banana, IgE, F92) CbIBOPOTKa KPOBU 00 4 450 20% 75
3.2.13.10.31 peiindpyr, IgE (Grapefruit, IgE, F209) CbIBOPOTKa KPOBU Ao 4 450 20% 75
3.2.13.10.32 Kanycra kouaHHas, IgE (Cabbage, IgE, F216) CbIBOPOTKa KPOBU 00 4 450 20% 75
3.2.13.10.33 Kaptodens, IgE (Potato, IgE, F35) CbIBOPOTKa KPOBU Ao 4 450 20% 75
3.2.13.10.34 Kusw, IgE (Kiwi Fruit, IgE, F84) CbIBOPOTKa KPOBU 00 4 450 20% 75
3.2.13.10.35 Kny6HuKa, IgE (Strawberry, IgE, F44) CbIBOPOTKa KPOBU Ao 4 450 20% 75
3.2.13.10.36 JlumoH, IgE (Lemon, IgE, F208) CbIBOPOTKa KPOBU 00 4 450 20% 75
3.2.13.10.37 Matro, IgE (Mango, IgE, F91) CbIBOPOTKa KPOBU Ao 4 450 20% 75
3.2.13.10.38 Mopkosb, IgE (Carrot, IgE, F31) CbIBOPOTKa KPOBU 00 4 450 20% 75
3.2.13.10.39 Mepcuk, IgE (Peach, IgE, F95) CbIBOPOTKa KPOBU Ao 4 450 20% 75
3.2.13.10.40 Cenbpepei, IgE (Celery, IgE, F85) CbIBOPOTKa KPOBU 00 4 450 20% 75
3.2.13.10.41 Tomarbl, IgE (Tomato, IgE, F25) CbIBOPOTKa KPOBU 1 450 20% 75
3.2.13.10.42 Tbiksa, IgE (Pumpkin, IgE, F225) CbIBOPOTKa KPOBU 00 4 450 20% 75
3.2.13.10.43 fA6noko, IgE (Apple, IgE, F49) CbIBOPOTKa KPOBU Ao 4 450 20% 75
3.2.13.10.44 Matro (f91) IgE, ImmunoCAP CbIBOPOTKa KPOBU 405 1050 20% 175
3.2.13.10.45 A6n0oko (f49) IgE, ImmunoCAP CbIBOPOTKa KPOBU Ao 3 900 20% 150
3.2.13.10.46 MNepcwk (f95) IgE, ImmunoCAP CbIBOPOTKa KPOBU 405 1050 20% 175
3.2.13.10.47 baHaH (f92) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175




*Cpoxk evinonnenust - pabouue Onu, 6e3 yvema Ons 3a60pa GUON02UHECKO20 MAMePUand

Kon yeayrn H HCC. st BuoJoruyeckuii MaTepuas Cpok* :l:l::,,l-ll)zlﬁc c:;;';a (i_ly;ga
3.2.13.10.48 Nomugop (f25) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.10.49 AnenbcuvH (f33) IgE, ImmunoCAP CbIBOPOTKa KPOBU 005 1050 20% 175
3.2.13.10.50 Cenbpepeit (f85) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.10.51 Kaptodesns (f35) IgE, ImmunoCAP CbIBOPOTKa KPOBU 0o 5 1050 20% 175
3.2.13.10.52 Toiksa (f225) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.10.53 JlumoH (f208) IgE, ImmunoCAP CbIBOPOTKa KPOBU 005 1050 20% 175
3.2.13.10.54 3emnaHuka, Kny6Huka (f44) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.10.55 Mopkosb (f31) IgE, ImmunoCAP CbIBOPOTKa KPOBU 005 1050 20% 175
3.2.13.10.56 Kanycra 6enokovaHHas (f216) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.10.57 Kusw (f84) IgE, ImmunoCAP CbIBOPOTKa KPOBU 005 1050 20% 175
3.2.13.10.58 [peitndpyT (f209) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.10.59 AHaHac (f210) IgE, ImmunoCAP CbIBOPOTKa KPOBU 005 1050 20% 175
3.2.13.10.60 Orypeuy, (f244) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.10.61 ABokago (f96), IgE, ImmunoCAP (Avocado, Persea americana, IgE, ImmunoCAP) CbIBOPOTKA KPOBU A0 5 1050 20% 175
3.2.13.10.62 Apbys (f329), IgE, ImmunoCAP (Watermelon, Citrullus lanatus, IgE, ImmunoCAP) CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.10.63 CmopoamHa KpacHas (f322) IgE, ImmunoCAP CbIBOPOTKA KPOBU A0 5 1050 20% 175
3.2.13.10.64 Ab6pukoc (f237), IgE, ImmunoCAP (Apricot, Prunus armeniaca, IgE, ImmunoCAP) CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.10.65 BuwHs (f242), IgE, ImmunoCAP (Cherry, Prunus avium, IgE, ImmunoCAP) CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.10.66 pywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis, IgE, ImmunoCAP) CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.10.67 ManuHa (f343), IgE, ImmunoCAP (Raspberry, Rubus idaeus, IgE, ImmunoCAP) CbIBOPOTKA KPOBU A0 5 1050 20% 175
3.2.13.10.68 MangapuH (f302) Ig, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.10.69 BaknaskaH (f262), IgE, ImmunoCAP (Eggplant, Solanum melongena, IgE, ImmunoCAP) CbIBOPOTKA KPOBU A0 5 1050 20% 175
3.2.13.10.70 Bpokkonu (f260), IgE, ImmunoCAP (Broccoli, Brassica oleracea (f260), IgE, ImmunoCAP) CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.10.71 Jlyk (f48), 1gE, ImmunoCAP (Onion, Allium cepa, IgE, ImmunoCAP) CbIBOPOTKA KPOBU A0 5 1050 20% 175
3.2.13.10.72 YecHok (f47) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.10.73 CaxapHas csekna (f227) Igk, ImmunoCAP CbIBOPOTKA KPOBU A0 5 1050 20% 175
3.2.13.10.74 pu6bl (wamnuHboHbl) (f212), IgE, ImmunoCAP (Mushrooms, Agaricus hortensis, IgE, ImnmunoCAP) CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.10.75 Cmecb nuwesbix annepreHos (fx15) (coctas cmecu: anenbcuH, abaoko, 6aHaH, nepcvk), IgE, ImmunoCAP CbIBOPOTKa KPOBU Ao 5 1750 20% 292
3.2.13.10.76 Cmecb nuwesbix annepreHos (fx21) (coctas cmecu: KMBU, AplHA, 6aHaH, nepcuk, aHaHac), IgE, ImmunoCAP CbIBOPOTKa KPOBU Ao 5 1750 20% 292
3.2.13.10.77 Cmech AETCKUX NuLeBbIX annepreHos (fx5) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1350 20% 225

nuaepManbHble annepreHbl

3.2.13.11.18 Kowka, nepxotb (el) IgE, ImmunoCAP CbIBOPOTKA KPOBU Ao 3 900 20% 150
3.2.13.11.19 Cobaka, nepxoTb (e5) IgE, ImmunoCAP CbIBOPOTKa KPOBU Ao 3 900 20% 150
3.2.13.11.20 Kypuua, nepo (e85) IgE, ImmunoCAP CbIBOPOTKA KPOBU A0 5 1050 20% 175
3.2.13.11.21 Monyrai, nepo (e213) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.11.22 Mopckasn CBUHKa, anuTtenuii (e6) IgE, ImmunoCAP CbIBOPOTKA KPOBU A0 5 1050 20% 175
3.2.13.11.23 0OBua, anuTenuit (e81) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.11.24 Kowika, rFel d1 (e94) IgE, ImmunoCAP CbIBOpPOTKa KpoBU Ao 3 2400 20% 400
3.2.13.11.25 KowwKa, cbIBOPOTOUHbIN anbbymuH, rfel d2 (e220) IgE, ImmunoCAP CbIBOPOTKa KPOBU Ao 3 2400 20% 400
3.2.13.11.26 Cobaka, rCan f 1 (e101) IgE, ImmunoCAP CbIBOpPOTKa KpoBU Ao 3 2400 20% 400
3.2.13.11.27 Cobaka, rCan f 2 (e102) IgE, ImmunoCAP CbIBOPOTKa KPOBU [0 5 2400 20% 400
3.2.13.11.28 Cobaka, cbIBOpPOTOYHbINM anbbymuH, nCan f3 (e221) IgE, ImmunoCAP CbIBOpPOTKa KpoBU Ao 5 2400 20% 400
3.2.13.11.29 Jlowagp, nepxoTb (e3) IgE, ImmunoCAP CbIBOPOTKa KPOBU [0 5 1050 20% 175

CMmecb annepreHoB JOMALLHUX MPbI3YHOB: 3NUTE/INIA MOPCKOI CBUHKM, SMUTENNIA KPONUKA, SNUTENNIA XOMAKA,
3.2.13.11.30 Kpbica, Mbiwwb, IgE (EP70 (E6, E82, E84, E87, E88), Animal Panel: Guinea Pig Epithelium, Rabbit Epithelium, Hamster CbIBOPOTKa KPOBU A0 4 1150 20% 192

Epithelium, Rat, Mouse, IgE)*
3.2.13.11.31 Kowka, IgE (Cat Dander-Epithelium, IgE, E1) CbIBOPOTKa KPOBU 1 450 20% 75
3.2.13.11.32 Cobaka, IgE (Dog Epithelium, IgE, E2) CblBOPOTKa KPOBM 1 450 20% 75
3.2.13.11.33 Mopckas cBuHKa, anuTenui, IgE (Guinea Pig Epithelium, IgE, E6) CbIBOPOTKa KPOBU A0 4 450 20% 75
3.2.13.11.34 BosHuKCTbIV nonyraid, nepo, IgE (Budgerigar Feathers, IgE, E78) CbIBOPOTKa KPOBU Ao 4 450 20% 75
3.2.13.11.35 0Bua, anuTenui, IgE (Sheep Epithelium, IgE, E81) CbIBOPOTKa KPOBU A0 4 450 20% 75
3.2.13.11.36 Kypuua, nepo, IgE (Chicken Feathers, IgE, E85) CbIBOpPOTKa KpoBU A0 4/ 450 20% 75

fAiiua n maco

3.2.13.12.13 AnyHbIf 6enok (f1) IgE, ImmunoCAP CbIBOpPOTKa KpoBU Ao 3 900 20% 150
3.2.13.12.14 AnYHbIN enTok (f75) IgE, ImmunoCAP CbIBOPOTKa KPOBU Ao 3 900 20% 150
3.2.13.12.15 Msco Kypuubi (f83) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 3 900 20% 150
3.2.13.12.16 FosaauHa (f27) IgE, ImmunoCAP CbIBOPOTKa KPOBU Ao 3 900 20% 150
3.2.13.12.17 CBMHWMHa (f26) IgE, ImmunoCAP CbIBOpPOTKa KpoBU Ao 5 1050 20% 175
3.2.13.12.18 BapaHuHa (f88) IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 1050 20% 175
3.2.13.12.19 KoHanbbymuH saiua, nGal d3 (f323) IgE, ImmunoCAP CbIBOpOTKa KpoBu A0 5 2400 20% 400
3.2.13.12.20 Jlusoumm sanua, nGal d4 (k208) IgE, ImmunoCAP CbIBOPOTKa KPOBU 405 2400 20% 400
3.2.13.12.21 Cmecb annepreHos maca (fx73) IgE, ImmunoCAP CblBOPOTKa KpOBU Ao 5 1350 20% 225
3.2.13.12.22 Bbluuii CbIBOPOTOUHbIN anbbymuH, nBos d6 BSA (e204) IgE, ImmunoCAP CbIBOPOTKa KPOBU 405 2400 20% 400
3.2.13.12.23 Cmechb nuuieBbIX annfﬂ.preHoa 3: CBUHUMHA, KypUHOE MACO, roBaaunHa, 6apaHuHa, IgE (FP73 (F26, F27, F83, F88), Food ChIBOPOTKa KPOBM nod 290 20% 165

Panel: Pork, Beef, Chicken Meat, Lamb, IgE)*
3.2.13.12.24 bapaHwuHa, IgE (Lamb, IgE, F88) CblBOPOTKa KpOBU Ao 4 450 20% 75
3.2.13.12.25 losaauHa, IgE (Beef, IgE, F27) CbIBOPOTKa KPOBU 40 4 450 20% 75
3.2.13.12.26 KypuHoe msaco, IgE (Chicken Meat, IgE, F83) CbIBOPOTKa KPOBU Ao 4 450 20% 75
3.2.13.12.27 CBWHWHa, IgE (Pork, IgE, F26) CbIBOPOTKa KPOBU 40 4 450 20% 75
3.2.13.12.28 AunuHbli 6enok, IgE (Egg White, IgE, F1) CbIBOPOTKa KPOBU 1 450 20% 75
3.2.13.12.29 fAnyHbIN enTok, IgE (Egg Yolk, IgE, F75) CbIBOPOTKa KPOBU 1 450 20% 75
3.2.13.12.30 0BanbbyMUH, anbbyMUH AnYHbINA, nGal d2 (f232) IgE, ImmunoCAP CblBOPOTKa KpOBU Ao 3 2400 20% 400
3.2.13.12.31 OBomykoug, nGal d1 (f233) IgE, ImmunoCAP CbIBOPOTKa KPOBU no3 2400 20% 400

C ‘OBble annepr

3.2.13.9.9 CmeluaHHas naHenb pacnpocTpaHé , 6bITOBBIX M N annepreHos, IgE (Panel Different Allergens, IgE) CbIBOPOTKa KPOBU A0 6! 3900 20% 650
3.2.13.9.10 CMmeLuaHHan naHe b PacnpoCTPaHeHHbIX BbITOBbIX M PACTUTE/NbHbIX aNnepreHos, IgE CbIBOPOTKa KPOBU 0 6! 2000 20% 333
3.2.13.9.11 CmellaHHan NaHeslb pacnpocTp 6bITOBBIX M N annepreHos, Igk CbIBOpOTKa KpoBu A0 6! 1900 20% 317
3.2.13.9.12 MaHenb negnatpuyeckas, IgE (Pediatric Panel, IgE) CbIBOPOTKa KPOBU 0 6! 4200 20% 700
3.2.13.9.13 MaHenb pecnupaTtopHble anneprenbl, IgE (Respiratory Panel, IgE) CbIBOpOTKa KpoBU A0 6! 4200 20% 700
3.2.13.9.14 Anneproyun ImmunoCAP ISAC, 112 anneprokomnoHeHToB (Allergochip ImmunoCAP ISAC, 112 allergic components) CbIBOPOTKa KPOBU no7 37500 20% 6250
3.2.13.9.15 Anneprounn ALEX2, 300 anneprokomnoHeHToB u 06wwuii IgE CbIBOPOTKA KpOBU 10 6! 31000 20% 5167
3.2.13.9.16 Manensb "Actma/punuTt getn" IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 5900 20% 983
3.2.13.9.17 MNaHenb "Actma/puHnT B3pocable” IgE, ImmunoCAP CbIBOPOTKA KpOBU £o3 5900 20% 983
3.2.13.9.18 MaHenb "Jk3ema" IgE, ImmunoCAP CbIBOPOTKa KPOBU Ao 3 6500 20% 1083
3.2.13.9.19 ®aguaton UmmyHokan ansa aeteit Phadiatop Infant ImmunoCAP, IgE K cMecn MHranALMOHHbIX annepreHos CbIBOPOTKa KPOBU no3 3100 20% 517
3.2.13.9.20 ®daanaton MmmyHokan Phadiatop ImmunoCAP, IgE K cMecy MHranAaLUMOHHbIX aNepreHoB CbIBOPOTKA KpOBU £o3 1750 20% 292
3.2.13.9.21 MaHenb "CTadpunoKoKKoBbIe SHTEPOTOKCUHBI", IgE, ImmunoCAP CbIBOPOTKa KPOBU A0 5 2950 20% 492
3.2.13.9.22 MaHenb OCHOBHble NuLeBble annepreHsi, IgE (Food Allergy Panel, IgE) CbIBOPOTKA KpOBU 10 6! 4200 20% 700
3.2.13.9.23 MaHenb annepreHoB nuLeBbIX 1: AWUHbIN XKenToK U 6enok, Koposbe MoNOKO, MweHnyHas myka, Coesble 606bl, ChIBOPOTKa KPOBM 206 2200 20% 367

Tomartbl, AnenbcuH, KasenH, A610Ko, PskaHas myka
3.2.13.9.24 I'IaHenbuannepreHoa FIMLI.L?BbI)( 2: Apaxuc, PyHayk, Mopkosb, Tpecka, Kaptodens, KyHxyT, Munaans, Kpab, ChIBOPOTKa KPOBM 206 2200 20% 367

peukuii opex, Cenbaepein

Oi ¢ Kux IgG
Muuwesble anneprexbl

322211 Cmecb nuLeBsbix annepreHos 1: anenbcuH, 6aHaH, A610Ko, nepcuk, 1gG (FP15 (F33, F49, F92, F95), Food Panel: ChIBOPOTKa KPOBI nod 990| 20% 165

Orange, Banana, Apple, Peach, 1gG)




*Cpoxk evinonnenust - pabouue Onu, 6e3 yvema Ons 3a60pa GUON02UHECKO20 MAMePUand

o ena, pyo. CraBka Cymma
Kon yeayrn H HCC. st BuoJoruyeckuii MaTepuas Cpok* lll-l'l'.‘l. l-l;E[C HIC l-;’I[C
322212 CM§Cb NULWLEBLIX annepr‘eHoa 2: KuBM, MaHro, 6aHaH, aHaHac, IgG (FP50 (F84, F91, F92, F210), Food Panel: Kiwi ChIBOPOTKa KPOBM nod 1100 20% 183
Fruit, Mango, Banana, Pineapple, IgG)
322213 Cmechb NuLLeBbIX annepreH.oa 3: CBMHMHA, KypUHOE MACO, roBaauHa, 6apaHuHa, 1gG (FP73 (F26, F27, F83, F88), ChIBOPOTKa KpOBM nod 290 20% 165
Food Panel: Pork, Beef, Chicken Meat, Lamb, 1gG)
3.2.22.15 AHaHac, IgG (Pineapple, 1gG, F210) CbIBOPOTKa KPOBU A0 4 590 20% 98
3.2.22.1.6 AnenbcuH, IgG (Orange, IgG, F33) CbIBOPOTKa KPOBU 00 4 590 20% 98
3.2.22.1.7 Apaxuc, 1gG (Peanut, IgG, F13) CbIBOPOTKa KPOBU A0 4 590 20% 98
3.2.22.1.8 BaHaH, IgG (Banana, IgG, F92) CbIBOPOTKa KPOBU 00 4 590 20% 98
3.2.22.19 bapaHuHa, 1gG (Lamb, IgG, F88) CbIBOPOTKa KPOBU A0 4 590 20% 98
3.2.22.1.10 Beta-naktornobynu, IgG (Beta Lactoglobulin, IgG, F77) CbIBOPOTKA KPOBU 10 4] 590 20% 98
3.2.22.1.11 FoBaauHa (F27), annepreH-cneuuduyeckue IgG (Beef, IgG, F27) CbIBOPOTKa KPOBU A0 4 590 20% 98
3.2.22.1.12 I'peitndpyT (F209), annepreH-cneunduyeckue IgG (Grapefruit, 1gG, F209) CbIBOPOTKa KPOBU 00 4 590 20% 98
3.2.22.1.13 peyHesas myka (F11), annepren-cneunduyeckue IgG (Buckwheat, IgG, F11) CbIBOPOTKa KPOBU A0 4 590 20% 98
3.2.22.1.14 KasewH (F78), annepreH-cneuududeckue IgG (Casein, 1gG, F78)) CbIBOPOTKa KPOBU 00 4 590 20% 98
3.2.22.1.15 Kanycra kouyaHHan (F216), annepren-cneunduyeckue IgG (Cabbage, I1gG, F216) CbIBOPOTKa KPOBU A0 4 590 20% 98
3.2.22.1.16 Kaptodens (F35), annepren-cneunduyeckue IgG (Potato, 1gG, F35) CbIBOPOTKA KPOBU A0 4] 590 20% 98
3.2.22.1.17 Kusw (F84), annepreH-cneunduyeckue IgG (Kiwi Fruit, 1gG, F84) CbIBOPOTKa KPOBU A0 4 590 20% 98
3.2.22.1.18 Kny6Huka (F44), annepren-cneunduyeckue IgG (Strawberry, IgG, F44) CbIBOPOTKa KPOBU A0 4] 590 20% 98
3.2.22.1.19 Koposbe monoko (F2), annepren-cneunduyeckue IgG (Milk, IgG, F2) CbIBOPOTKa KPOBU A0 4 590 20% 98
3.2.22.1.20 KpeseTku (F24), annepreH-cneunduueckue 1gG (Shrimp, 1gG, F24) CbIBOPOTKA KPOBU A0 4] 590 20% 98
3.2.22.1.21 KypuHoe maco (F83), annepreH-cneunduyeckue IgG (Chicken Meat, IgG, F83) CbIBOPOTKa KPOBU A0 4 590 20% 98
3.2.22.1.22 JlumoH (F208), annepreH-cneunduyeckue 1gG (Lemon, 1gG, F208) CbIBOPOTKA KPOBU A0 4] 590 20% 98
3.2.22.1.23 Matro (F91), annepren-cneunduyeckue 1gG (Mango, 1gG, F91) CbIBOPOTKa KPOBU A0 4 590 20% 98
3.2.22.1.24 Mopkosb (F31), annepreH-cneunduyeckue 1gG (Carrot, 1gG, F31) CbIBOPOTKA KPOBU A0 4] 590 20% 98
3.2.22.1.25 OBcAHan Myka (F7), annepren-cneunduyeckue IgG (Oat, IgG, F7) CbIBOPOTKa KPOBU A0 4 590 20% 98
3.2.22.1.26 Mekapckue apoxku (F45), annepren-cneunduyeckue IgG (Baker’s Yeast, IgG, F45) CbIBOPOTKA KPOBU A0 4] 590 20% 98
3.2.22.1.27 MNepcwk (F95), annepren-cneunduyeckue IgG (Peach, 1gG, F95) CbIBOPOTKa KPOBU A0 4 590 20% 98
3.2.22.1.28 MuBHble aposksku (F403), annepreH-cneunduyeckue IgG (Brewer’s Yeast, 1gG, F403) CbIBOPOTKA KPOBU A0 4] 590 20% 98
3.2.22.1.29 Mpoco (F55), anneprex-cneunduyeckue IgG (Common Millet, IgG, F55) CbIBOPOTKa KPOBU A0 4 590 20% 98
3.2.22.1.30 NweHunyHan myka (F4), anneprex-cneuuduyeckume IgG (Wheat, 1gG, F4) CbIBOPOTKA KPOBU A0 4] 590 20% 98
3.2.22.1.31 Puc (F9), annepreH-cneunduyeckue IgG (Rice, IgG, F9) CbIBOPOTKa KPOBU A0 4 590 20% 98
3.2.22.1.32 CBUHWHa (F26), annepren-cneunduyeckue IgG (Pork, 18G, F26) CbIBOPOTKA KPOBU A0 4] 590 20% 98
3.2.22.1.33 Coesble 606bl (F14), annepreH-cneuuduyeckue IgG (Soybean, IgG, F14) CbIBOPOTKa KPOBU A0 4 590 20% 98
3.2.22.1.34 Tomartbl (F25), anneprex-cneupuduyeckue IgG (Tomato, 1gG, F25) CbIBOPOTKA KPOBU A0 4] 590 20% 98
3.2.22.1.35 Tpecka (F3), anneprex-cneunduueckue IgG (Codfish, IgG, F3) CbIBOPOTKa KPOBU A0 4 590 20% 98
3.2.22.1.36 Toikea (F225), annepreH-cneunduueckue 1gG (Pumpkin, 1gG, F225) CbIBOPOTKA KPOBU A0 4] 590 20% 98
3.2.22.1.37 PyHAyK (F17), annepreH-cneunduyeckue IgG (Hazelnut, IgG, F17) CbIBOPOTKa KPOBU A0 4 590 20% 98
3.2.22.1.38 LWokonag, (F105), annepreH-cneunduyeckume IgG (Chocolate, IgG, F105) CbIBOPOTKA KPOBU A0 4] 590 20% 98
3.2.22.1.39 fA6n0kKo (F49), annepren-cneundudeckue 1gG (Apple, 1gG, F49) CbIBOPOTKa KPOBU A0 4 590 20% 98
3.2.22.1.40 fAnyHbIf 6enok (F1), annepreH-cneuynduyeckme IgG (Egg White, IgG, F1) CbIBOpPOTKa KpoBU A0 4/ 590 20% 98
3.2.22.1.41 AnYHbIN enTok (F75), annepren-cneunduyeckme IgG (Egg Yolk, 1gG, F75) CbIBOPOTKa KPOBU 40 4 590 20% 98
BbiToBbIE annepreHbl
Cmecb annepreHos nnecenu: Penicillium notatum, Cladosporium herbarum, Aspergillus fumigatus, Candida
3.2.22.21 albicans, Alternaria tenuis, 1gG (MP1 (M1, M2, M3, M5, M6), Mold Panel 1: Penicillium notatum, Cladosporium CbIBOpOTKa KpoBU Ao 4 990 20% 165
herbarum, Aspergillus fumigatus, Candida albicans, Alternaria tenuis, IgG)
3.2.22.2.2 Mnecenb Penicillium notatum (M1), annepreH-cneunduyeckue 1gG (Penicillium notatum, 1gG, M1) CbIBOpPOTKa KpoBU A0 4/ 590 20% 98
3.2.22.23 Mnecewb Cladosporium herbarum (M2), anneprex-cneuudpuyeckme IgG (Cladosporium herbarum, 1gG, M2) CbIBOPOTKa KPOBU Ao 4 590 20% 98
3.2.22.2.4 MNnecexb Aspergillus fumigatus (M3), annepren-cneunduueckue IgG (Aspergillus fumigatus, 1gG, M3) CbIBOPOTKa KPOBU A0 4 590 20% 98
3.2.22.2.5 MneceHb Alternaria tenuis (M6), annepren-cneunduyeckue IgG (Alternaria tenuis, 1gG, M6) CbIBOpPOTKa KpoBU A0 4/ 590 20% 98
322226 I}(g/:ung)ermatophagoides pteronyssinus (D1), annepreH-cneuuduyeckue IgG (Dermatophagoides pteronyssinus, ChiBopoTKa KpOBM nod 590 20% 98
3.2.22.2.7 Kneu, Dermatophagoides farinae (D2), annepren-cneunduyeckue IgG (Dermatophagoides farinae, IgG, D2) CbIBOPOTKA KPOBU no4 590 20% 98
3.2.22.2.8 Kneu, Dermatophagoides microceras (D3), annepren-cneunduyeckme IgG (Dermatophagoides microceras, IgG, D3) CbIBOPOTKA KPOBMU no4 590 20% 98
3.2.22.2.9 [JomawHas nbinb/Greer (H1), anneprex-cneunduyeckue IgG (House Dust — Greer, 1gG, H1) CbIBOPOTKa KPOBU 40 4 590 20% 98
AnnepreHbl }XUBOTHbIX
3.2.223.1 |K0Lu»<a, anutenuit (E1), annepren-cneunduyeckme IgG (Cat Dander-Epithelium, IgG, E1) | CbIBOPOTKa Kpoam| A0 4| 590| 20% | 98
3.2.22.3.2 |C063Ka, anutenwit (E2), annepren-cneunduyeckue IgG (Dog Epithelium, 1gG, E2) | CbiBOpOTKa KpOEMI A0 4' 590| 20% | 98
LUWTOrEHETUMECKME UCCNEAOBAHUA
3.2.24.0.1 WccneaoBaHmne kKaproTuna (KoAMYeCTBEHHbIE U CTPYKTYpHble aHomanuu xpomocom) (Karyotype) Kposb Ao 17 8200 20% 1367
322402 WccnenoBaHue kapuotina (KonmuecTseHHble U CTPYKTYPHbIE aHOMaNMM XPOMOCOM) € 06A3aTeNbHOI Bblgaueit Kposs 2018 8100 20% 1350
Kapuorpammbl
3.2.24.0.3 Kapwotun nnoga (abopTHblii maTepuan) ABopTHbIli maTepua, yenohan Ao 23 18 000 20% 3000
KpoBb (I/ITA) maTepu 1 oTua
3.2.24.04 MosieKyfPHbIN CKPUHWHT Ha MUKpOAeneumn/ MUKPOAYNaMKaLmMm XpOMOCOM Kposb 10 16! 10 000 20% 1667
3.2.24.0.5 WccneaoBaHne XpoMocom B abOpTUBHOM MaTepuane, CKPUHUHT BuonTaTt A0 9 10 500 20% 1750
3.2.24.0.6 WccneposaHue xpomocom 8 abopTUBHOM MaTepuane, paclumpeHHoe BuonTart £09 20 600 20% 3433
MAPKEPbI AYTOUMMYHHbIX 3AEO/IEBAHUA
Koxa,coeagnHuTtenbHan TKaHb
32821 AHTUAAepHble aHTuTena (AfIA, aHTUHyKeapHble aHTuTena), ckpuHuHr (Anti-Nuclear Antibodies, ANA, Screening) CbIBOPOTKa KPOBU [0 4 680 20% 113
32822 AHTUTENA kn‘acca.IgG Kp..Bychpaanoﬁ HaTusHoit IHK (aHTn-acfiHK 1gG, aHTu-[1HK) (Double-Stranded (Native) ChIBOPOTKa KPOBM nod 690 20% 115
DNA IgG Antibodies, Anti-dsDNA 1gG)
AHTUHYKNeapHblii dakTop, HEp-2 cy6eTpaT (AH®, TUTPbI, aHTUHYKNEapHble aHTUTeNa METOA0M HENPAMOI
3.2823 MMMyHodoOpecUeHumMn Ha npenapaTtax HEp-2-knetok) (Antinuclear Antibodies, ANA, Hep-2 Substrate, ANA- CbIBOPOTKa KPOBU no9 1100 20% 183
Hep2, Fluorescent Anti-Nuclear Antibodies detection, FANA, Titers)
32824 AHTuTeNa K AcOHK B Cbujopon(e KpOBMU, I'IOATBep»(AaDO{.LIM.I‘:i.TeCT lc.mcr!onlbaosawem cy6crpara Crithidia luciliae, ChiBopoTKa KpOBM 209 1150 20% 192
1gG, meTogom Henpsmoi ummyHodbatoopecueHuumu (Crithidia luciliae indirect fluorescent test (CLIFT))
3.2.8.2.5 AHTUTENa K AMdoumTam, Knacca IgG CbIBOpOTKa KpoBU A0 8] 1600 20% 267
32826 A.le'rena Knacca. 1gG K.ar«:r.pampy.emomy HyKneapHomy aHTureHy (JHA) (Extractable Nuclear Antigen, ENA, Anti- ChIBOPOTKa KpOBU nod 1250 20% 208
Ribonucleoprotein Antibodies, Anti-RNP)
MaHenb aHTUHYKNEAPHbIX aHTUTEN NPU CKNEPOAEPMUU (pasaenbHoe onucaHue aHTUTeN K aHTureHam Scl-70, CENP-
32.82.7 A, CENP-B, RP11, RP155, pubpunnspux, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR, Ro-52), ummyHo6n0T ChIBOPOTKa KPOBI 209 4300 20% 717
(Scleroderma (Systemic Sclerosis) Antibody Panel: Anti-Scl-70, CENP-A, CENP-B, RP11, RP155, pubpunnspuH,
NOR90, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR, Ro-52, Immunoblotting)
AHTUHYKNEapHble aHTuTena (pasgensHo Sm, RNP/Sm, SS-A (60 k/1a), SS-A (52 k[a), SS-B, Scl-70, PM-Scl, PCNA,
32828 CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Jo-1 aHTureHy), uMmyHo610T (ANA: Anti-Sm, RNP/Sm, SS-A CbIBOPOTKa KPOBI 209 3750 20% 625
(60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-
1, Immunoblotting)
32829 AHTMTe.na Knacca IgG K Hykneocomam (aHTusaepHble aHTuTena), ckpuuuHr (Anti-Nuclear Antibodies, ANA, IgG, ChIBOPOTKa KpOBU n012 1250 20% 208
Screening)
3.2.8.2.10 CKPUHMHT 6onesHeln coeauHUTeNbHOM TKaHW (AT K SHA, aHTUHYKNeapHbii dakTop (AHD)) CbIBOPOTKA KpOBU £09 2500 20% 417
32.8211 CuctemHan KpacHasa B?nwaHKa, obcneposanue (AT K Hykneocomam, AT K Kapauonununy, 1gG; AT K KapAMOAUNUHY, ChIBOPOTKa KPOBM n012 4800 20% 800
1gM; aHTUHYKNeapHbii dakTop (AHD))
328212 ﬂmd)d)epeHumamzHaﬂ AnarHocTuka CKB u apyrux peematuyeckux 3abonesanuii (AT K Hykneocomam, ChIBOPOTKa KPOBM n012 2500 20% 217
aHTUHYKNeapHbli dakTop (AHD))
Mpodunb «CucTemHan KpacHan BonvaHka (CKB), MOHUTOPUHT akTMBHOCTU (aHTu-ac-AHK 1gG, C3, C4 KOMNOHEHTbI
3.2.8.2.13 komnnemeHTa)» (Systemic lupus erythematosus (SLE) profile, activity monitoring (anti-double-stranded DNA 1gG, CbIBOPOTKa KPOBU no 2 1300 20% 217
C3 and C4 complement components) )
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3.2.8.2.26 AHTUTeNa K 6a3anbHol membpaHe Koxu, IgG (Basement membrane zone antibodies, I1gG) CblBOPOTKA KPOBU Ao 12 2100 20% 350
32.82.27 AHTMTeIIa. Kna.cca 18G k gecmocomam anuaepmuca (Desmoglein Antibodies, Desmoglein 1, DSG1 and Desmoglein 3, ChiBopOTKa KpOBH n012 2850 20% 475
DSG3 Antibodies, I1gG)
3.2.8.2.28 AHTUTeNa Knacca IgG Kk gecmornenHy-1 (Desmoglein 1, DSG1 Antibodies, 1gG) CbIBOPOTKA KPOBU [0 12 2850 20% 475
3.2.8.2.29 AHTUTena knacca IgG K gecmornenHy-3 (Desmoglein 3, DSG3 Antibodies, 1gG) CblBOPOTKA KpOBM Ao 12 2850 20% 475
32.8.2.30 AHTMTeIIa» knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous Pemphigoid (180 kDa) Antibodies, Antibodies ChiBopOTKa KpOBH n012 2850 20% 475
to BP Antigen 2, 1gG)
328231 AHTMTeIIa» knacca lgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous Pemphigoid (230 kDa) Antibodies, Antibodies ChiBopOTKa KpOBH n012 2850 20% 475
to BP Antigen 1, 1gG)
MNpodunb «[uarHoctvka bynnesHbix aepmatosos (AT k gecmocomam anugepmuca, AT Kk 6asanbHoit membpaHe
3.2.8.2.32 Koxu)» (Bullous Dermatosis Diagnostics profile (antibodies to epidermis desmosomes, antibodies to skin basal CblBOPOTKa KPOBM Ao 12 4700 20% 783
membrane))
AHTdOCHONMMNUAHDIA CUHAPOM
3.2.83.1 AHnTuTena knaccos IgM u IgG k dochonmnuaam (Anti-Phospholipid Antibodies, APA, IgM, IgG) CbIBOPOTKA KPOBU 10 4] 920 20% 153
3.2.8.3.2 AHTUTena knaccos IgG v IgM K docdatnamncepuHy (Anti-Phosphatidylserine, IgG, 1gM) CblBOPOTKA KPOBM A0 9 2100 20% 350
3.2833 AHTUTena knaccos IgA, 1gM, 1gG Kk KapanonunuHy, ckpununr (Cardiolipin Antibodies IgA, IgM, 1gG, aCL, Screening) CblBOPOTKA KPOBM Ao 5 1100 20% 183
3.2.83.4 AHTUTENa Knacca IgA K kapavonunuHy (Anticardiolipin IgA, aCL IgA) CbIBOPOTKA KPOBU A0 5 990 20% 165
3.2.83.5 AHTUTeNa knacca IgG K kKapamonunuHy (Anticardiolipin IgG, aCL IgG) CblBOPOTKA KPOBM A0 5 990 20% 165
3.2.8.3.6 AHTUTENa Knacca IgM Kk kapauonunuuy (Anticardiolipin IgM, aCL IgM) CbIBOPOTKA KPOBU A0 5 1200 20% 200
32.83.7 AHTUTena knaccos IgG, IgA, IgM k 6eTa-2-rankonpoTemnHy 1, cymmapHo (Anti-B2-Glycoprotein 1 Antibodies, anti-B2- ChiBopoTKa KpOBH 205 1100 20% 183
GP1, IgG, IgA, IgM, Total)
AHTUTeNa Knaccos IgG U IgM K docdatnamncepuH-npoTpoMEMHOBOMY KOMM/IEKCY, CyMmmapHo (Anti-
3.2.83.8 K ) ; N i R CbIBOpPOTKa KpoBM A0 10! 1450 20% 242
Phosphatidylserine/Prothrombin Antibodies, Anti-PS/PT, IgG, IgM, Total)
3.2.83.9 AHTUTeNa Knacca IgG K aHHeKcuHy V (Annexin V Antibodies, aAnV, 1gG) CblBOPOTKA KPOBM Ao 12 1350 20% 225
3.2.8.3.10 AHTUTENa Knacca IgM K aHHeKcuHy V (Annexin V Antibodies, aAnV, IgM) CbIBOPOTKA KPOBU A0 12 1350 20% 225
328311 MNanens aHTM¢0C¢O!W?I‘IIM,CLHbI?( aHTMTQn, 18G, 1gM meToa0M AOT-UMMYHOAHANN3, KAYeCTBEHHBIW TECT B CbIBOPOTKE CoiBopOTKa KpOBH 209 8600 20% 1433
kposw (Anti-Phospholipid Antibodies Panel)
3.2.8.3.12 AT K KapauonunuHy, IgG, IgM CblBOPOTKA KPOBM A0 5 1900 20% 317
3.2.8.3.13 JuarHocTuka BTopuyHoro aHtudochonnnuaHoro cuHapoma (AH®, AT K kapguonununy, 1gG, IgM) CbIBOPOTKA KPOBU £09 3600 20% 600
328314 AHTUGOCHOMMNUAHDINM CUHAPOM, pa3BepHYTOe ceponoruyeckoe uccieposaHue (AH®; AT k KapanonunuHy, IgG, CoiBopOTKa KpOBH 209 4900 20% 817
1gM; AT Kk 6eTa-2-raMkonpoTenHy 1)
3.2.8.3.15 AT K NpoTPOMBUHY, CKPUHUHT CblBOPOTKA KPOBM no7 1100 20% 183
3.2.8.3.16 AHTUTENa K 6eTa2ravkonpoTenHy IgG CbIBOPOTKA KPOBU no7 1100 20% 183
3.2.8.3.17 AHTUTeNa K 6eTa2ravkonpoTeunHy IgM CblBOPOTKA KPOBM no7 1100 20% 183
3.2.8.3.18 AHTUTENa K 6eTa2ravkonpoTenHy IgA CbIBOPOTKA KPOBU no7 1150 20% 192
3.2.83.19 AHTUpochonmnuaHblii cuHapom (ADC), nabopatopHble kputepum (Antiphospholipid Syndrome, APS) Mna3ma Kposw; CbiBOPOTKa KPOBYU Ao5 4100 20% 683
ApTPUT,NOPaXKEHNA CYCTaBOB
3.284.1 AHTUTENA K LIMKANYECKOMY LUTPYAAnHUpoBaHHomy nentuay (ALLLIMN) (Anti-Cyclic Citrullinated Peptide, anti-CCP) CblBOPOTKA KPOBM 1 1450 20% 242
32842 AHTMTEIIB K{1accva IgG Kk Kepa'r{mfy (AH.TIAKep.aTm-.iOBbIe aHTuTena, AKA, AHTudunarrpuHossle aHtutena, A®A) (Anti- CbIBOPOTKA KpOBH 209 2100 20% 350
Keratin Antibodies, AKA, Anti-Filaggrin Antibodies, AFA, IgG)
AHTUTENa Knacca IgG K MoAMUNUPOBAHHOMY LUTPYISIMHUPOBAHHOMY BUMEHTUHY (aHTU-MLIB) (Anti-Mutated
32843 Citrullinated Vimentin Antibodies, Anti-MCV, Anti-Modified Citrullinated Vimentin Antibodies, Anti-Sa Antibodies, CblBOPOTKA KPOBM Ao 9 1400 20% 233
18G)
3.2.8.4.4 PesmatouaHbiii dakTop, IgA (PP IgA; Rheumatoid Factor, RF, IgA) CbIBOPOTKA KPOBM ao 12 1250 20% 208
K| i ial Flui
32845 PUCTaNNbl B Ma3Ke CUHOBUANbHOM KNAKOCTU (MOHOYPAT HaTpus, nupodocdat Kanbuwa) (Synovial Fluid Smear, CUHOBMaNbHAR KIAKOCTS 2012 1450 20% 242
Crystals)
3.2.8.4.6 OnnromepHbIit MaTpUKCHbIN 6enok xpawa (Human Cartilage Oligomeric Protein, COMP) CbIBOPOTKa KPOBU no7 2500 20% 417
MeyeHb, nouku, KT
Al | i -BMK) (Gl lar B: M
32851 HT.IATEITB Knacv,ta 8G Kk 6a3anbHO MembpaHe KNy60o4YKOB NoyeK (aHTu: ) (Glomerular Basement Membrane ChiBOpOTKa KpOBH 2010 1600 20% 267
Antibodies, Anti-GBM, 1gG)
3.285.2 AHTUTeNa Knacca 1gG K yutonnasme Heitpodunos (AHLUA) (Anti-Neutrophil Cytoplasmic Antibodies, ANCA, IgG) CblBOPOTKA KPOBM Ao 10| 1450 20% 242
Al [ IgA, IgM HUVE Anti-E helial Cell
32853 HT.IATEITB Knaccos IgG, IgA, IgM K kneTkam cocyaucToro snaotenus (HUVEC), cymmapHo (Anti-Endothelial Cel CoiBopoTKa KpOBH 2012 1750 20% 292
Antibodies, AECA, IgG, IgA, IgM, Total)
Al [ IgA, IgM A2 (PLA2R Anti-Phospholi A2
32854 HTUTENa Knécco? gG, g. , I8M K peuenTopy pocdonmnassl A2 ( ), cymmapHo (Anti-Phospholipase ChiBopOTKa KpOBH n0 12 2900 20% 483
Receptor Antibodies, Anti-PLA2R, IgG, IgA, IgM, Total)
3.2.85.5 AHTuTeNa Knacca IgG K Muenonepokcuaase (aHtu-MPO) (Myeloperoxidase Antibody, MPO) CbIBOPOTKA KpOBU A09 1250 20% 208
3.2.85.6 AHTuTena knacca IgG Kk Clq daktopy KomnnemeHTa (Anti-Complement 1q Antibodies, Anti-Clq, 1gG) CblBOPOTKA KPOBM ao 12 1300 20% 217
3.2857 AHTUTeNa Knacca IgG k npoteunHase-3 (aHTu-PR-3) (Anti-Proteinase-3 Antibodies, PR-3-Antibodies, PR-3 ANCA, IgG) CbIBOPOTKA KpOBM no 12 1250 20% 208
32.85.8 Manens aH;I‘MTen. K al-fTMl'eHaM aAHTUHENTPODUNBHBIX aHTUTen (NaHenb aHTUreHos AHLIA), IgG (Anti-Neutrophil ChiBOpOTKa KpOBH n0 12 3500 20% 583
Cytoplasmic Antibodies, ANCA, IgG, Panel)
32.85.9 [IMarHoCTMKa rpaHyN1eMaTo3HbIX BaCKYUTOB (aHTUHYKeapHbIi dakTop (AH®), AT k uuTonnasme HeiiTpodunos ChiBOpOTKa KpOBH 209 2700 20% 450
(AHLIA/pANCA, cANCA), IgG)
32.85.10 [AnarHoctuka Gbulcrponporpeccmpy»omero rnomepynoHedppuTa (AT k 6asanbHoN MembpaHe kny6o4Kos noyek, AT K ChiBOpOTKa KpOBH 209 2900 20% 483
uuTonnasme Heitpodmnos (AHLA/pANCA, cANCA), IgG)
32.85.11 JlnarHocTuka ayTouMMyHHOTO nopameHuMn noyek (aHTUHyKNeapHbIi pakTop (AH®), AT K 6a3anbHoit membpaHe ChiBOpOTKa KpOBH 209 4500 20% 750
kny60uKoB noyek, AT K uutonnasme Heitpodunos (AHLA/pANCA, cANCA), I1gG)
= E -
3.2.85.12 AHT.MTeIfa knacgoa 1gA v 1gG K 3HAO0MM3MIO (aHTUIHAOMMBMITHBIE aHTUTena, ADMA), cymmapHo (Anti-Endomysial ChiBOPOTKa KpOBM 2010 1250 20% 208
Antibodies, Anti-EMA, IgA, IgG, Total)
= o " P =
32.8513 AHTUTeNa Knacca IgA K a3HAOMMU3MIO (aHTUIHAOMM3MITHbIE aHTUTena, ADMA) (Anti-Endomysial Antibodies, Anti ChiBOpOTKa KpOBH 209 1100 20% 183
EMA, IgA)
32.85.14 AHT.MTeIfa Knaccos Ig,l’\, Ig(:E, 1gM K naplme'ralanmM KneTkam xenyaka (AMKMK), cymmapHo (Gastric Parietal Cell ChiBOpOTKa KpOBH 209 1450 20% 242
Antibodies, GPA, Anti-Parietal cell antibodies, APCA, IgA, I1gG, IgM, Total)
3.2.85.15 AHTUTENa Knaccos IgA n 1gG K peTukyuHy, cymmapHo (Anti-Reticulin Antibodies, ARA, IgA, IgG, Total) CbIBOPOTKA KpOBM no9 1260 20% 210
3.2.85.16 AHTUTeNa Knacca IgG K AeamnanpoBaHHbIM NenTuaam ravaguHa (Anti-Deaminated Gliadin Peptide, Anti-DGP, IgG) CbIBOPOTKA KPOBM [o5 1050 20% 175
3.2.85.17 AHTUTENa Knacca IgA K 4eamuanpoBaHHbIM nenTuaam rvaamua (Anti-Deaminated Gliadin Peptide, Anti-DGP, IgA) CbIBOPOTKA KpOBM [o5 1050 20% 175
3.2.85.18 IA»:)MTena Knacca IgA K TKaHeBoii TpaHcratoTamuHase (Anti-Tissue Transglutaminase Antibodies, Anti-tTG, tTGA, ChiBOPOTKa KpOBM £05 1050 20% 175
g
3.2.85.19 IAHGT)VITella Knacca IgG K TKaHeBoM TpaHcratoTamuHase (Anti-Tissue Transglutaminase Antibodies, Anti-tTG, tTGA, ChiBOPOTKa KpOBM £05 1050 20% 175
g
3.2.8.5.20 AHTUTena Knacca IgG k BHyTpeHHemy dakTopy Kactna (Anti-Intrinsic Factor, IFAb, Intrinsic Factor Antibodies, IgG) CbIBOPOTKa KpoBU Ao 12 1690 20% 282
32.85.21 AHTUTeNa Knacca IgG K caxapomuueTam (anarHoctuka 6onesnn KpoHa) (Anti-Saccharomyces Cerevisiae Antibodies, ChiBOpOTKA KpOBH 209 1250 20% 208
ASCA, 1gG )
32.85.22 AHTUTeNa Knacca IgA K caxapomuueTam (auarHoctuka 6onesHn KpoHa) (Anti-Saccharomyces Cerevisiae Antibodies, ChiBOpOTKA KpOBH 209 1250 20% 208
ASCA, IgA)
3.2.85.23 AHTUTENa Knacca IgA K untonnasme HeiTpodunos (AHLLA) (Anti-Neutrophil Cytoplasmic Antibodies, ANCA, IgA) CbIBOPOTKa KpoBK £o9 1250 20% 208
32.85.24 ,Clwar.Hocha ayTOMMMy.HHOFO naHKpeaTuTa n ,qpyrttix IgG4-accoummnpoBsaHHbIx 3a6onesanuii (Diagnosis of ChiBOpOTKA KpOBH n0 12 2100 20% 350
Autoimmune Pancreatitis and other IgG4-Related Diseases)
32.8.5.25 CepoAMarHocTKa ayTOMMMYHHOTO racTpuTa U NepHULLMO3HOM aHemum (AT K NapueTabHbIM KNeTKam xenyaka; AT ChiBOpOTKA KpOBH n0 12 2050 20% 292
K BHyTpeHHemy dakTopy Kactna)
32.8.5.26 CepoauarHoctuka 6onesnn KpoHa u Hecneunduueckoro asseHHoro konuta (HAK) (AHLLA/pANCA, cANCA, IgG; ChiBOpOTKA KpOBH 209 5050 20% 342

AHLIA/ANCA, IgA; ASCA, IgG, IgA)




*

Cpox svinoanenus - paboyue Ouu, He3s ywvema Ona 3abopa Guonozuyeckozo Mamepuana

) m Lena, py6. CraBka Cymma
= H = s
Kon yeayrn I HCC. st BuoJoruyeckuii MaTepuas Cpoxk b 1.4, HIC HIC HIC
3.2.85.27 Lienunakms, ceponornyeckuin ckpuHuHr (AT K sHaomusuio, IgA; AT K AeaMUaMpPOBaHHbIM NenTUAAM rMuaanHa, 1gG; ChIBOPOTKa KpOBM 209 2200 20% 367
1gA 06w.)
3.2.85.28 Llﬁenm)amn, ceposioruyeckan AuarHocTuka (AT K sHAoMu3mio, IgA; AT K TKaHeBO TpaHCrayTamuHase, IgA, I1gG; IgA ChIBOPOTKa KpOBM 209 3400 20% 567
o6,
32.8531 AHT}/1Tel!a Knaccos IgA v 1gG K 60KanoBUAHBIM KNETKaM KULeYHKKa, cymmapHo (Anti-Intestinal Goblet Cells ChIBOPOTK KPOBM 208 1200 20% 200
Antibodies, GAB, IgA, IgG, Total)
3.2.8.5.32 AHTUTENa Knaccos IgG u IgA K GP2 aHTUreHy LeHTPOaLMHAPHbIX KJIETOK NOKeNyA04HOIM xene3bl (Anti-GP2) CbIBOpOTKa KpoBU A0 8] 2050 20% 342
328533 AHTUTeNa K au,m?apuum KneTkam nf),qm.enyp,wfnoﬁ men.eau, 1gG u IgA cymmapfm (aH.Tm'e.na K 9K30KPUHHOI YacTn CoiBopOTKa KPOBM 208 1200 20% 200
noz)xenyAouHoit )enesbl, Autoantibodies against Exocrine Pancreas, Pancreatic Antibodies, PAB)
3.2.8.5.34 AHTWTENA K 3HTepouuTam, knacca IgG CbIBOpPOTKA KPOBU A0 8] 2100 20% 350
3.2.85.35 Arfmrena K/?accoa‘IgA,‘IgG, 1gM K MUTOXOHAPUAM (AHTUMUTOXOHAPUANbHbIE aHTUTeNa, AMA), cymmapHo (Anti- ChIBOPOTKa KPOBM 209 1450 20% 242
Mitochondrial Antibodies, AMA, IgA, 1gG, IgM, Total)
32.85.36 AHTUTENa KNaccoB IgA, IgG, 1gM K rnagKoit myckynatype, cymmapHo (Smooth Muscle Antibodies, SMA, Anti- ChIBOPOTK KPOBIM 209 1450 20% 242
Smooth Muscle Antibodies, ASMA, IgA, 1gG, 1gM, Total)
RGT T - " - -
32.85.37 AHTUTENIa K MMKPOCOMAM MeYeHu 1 Noyek, cymmapHo IgA+IgG+lgM (anti-liver kidney microsomal antibody, anti ChiBopoTKa KpOBM 209 1550 20% 258
LKM, IgG+IgM+ IgA)
MaHenb aHTUTEN Knacca IgG Npu ayToMMMyHHbIX 3a6oneBaHuAx nevern (AT K aHTureHam AMA-M2, M2-3E, Sp100,
3.2.8.5.38 PML, gp210, LKM-1, LC-1, SLA/LP, SSA/R0-52), ummyHo610T (Autoimmune Disease Liver Panel: AMA-M2, M2-3E CbIBOPOTKa KPOBU Ao 9 3900 20% 650
(BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/Ro-52, IgG, Immunoblotting)
32.85.39 AH'mrena Knacca. 18G K acwanorntfixonpOTeMHoaomy peuenTopy (aHTM-ASGPR) (Autoantibodies Against ChiBopOTKa KpOBM n012 1750 20% 292
Asialoglycoprotein Receptor, Anti-ASGPR, I1gG)
3.2.85.41 [lnarHocTuka uenmakum: HemepeHocMMocCTb 6enka 3nakos (rnioteHa) (Coeliac Disease: Gluten Intolerance ) CbIBOPOTKa KPOBU no9 6900 20% 1150
Ay y H, mn
32861 AHTI/ITenva anacca 18G Kk 6eTa-kneTkam noaskenyaouHom xenesbl (Anti-Islet Cell Antibodies, Islet Cell ChIBOPOTKa KpOBM n012 1450 20% 242
Autoantibodies, ICA)
32.86.2 AHT]ATEI!H Knacca IgG Kk rnyTamataekapbokcunase (aHTU-GAD) (Anti-GAD Antibodies, Glutamate Decarboxylase ChIBOPOTKa KpOB n012 1750 20% 292
Antibodies, AT-GAD, 1gG)
3.28.6.3 AnTuTena Kk GAD (rnytamataekapbokeunase), IgG, nukeop (Anti-GAD (glutamic acid decarboxylase), 1gG, CSF) Nuksop Ao 9 1990 20% 332
3.2.8.6.4 AHTUTENa Knacca IgG K uHcyauHy (Insulin Autoantibodies, IAA, 1gG) CbIBOPOTKA KPOBU A0 12 950 20% 158
32.865 AHTUTENA K mpo?muq.)octbaTaae (IA-2) (Islet Antigen 2 Antibodies, Anti-IA2 Antibodies, IA-2 Ab, Tyrosine ChiBopoTKa KpOBM n012 1750 20% 292
Phosphatase Antibodies)
AHTUTENA K aHTUTreHaM KNETOK NoAKeNyA04HO enesbl GAD/IA-2, cymmapHo (Anti-GAD/IA2 Antibodies Pool,
3.2.86.6 Glutamic Acid Decarboxylase-65, GAD and Insulinoma Antigen 2 (Tyrosine Phosphatase, 1A2, ICA-512) CbIBOPOTKa KPOBU Ao 12 1750 20% 292
Autoantibodies, Total)
32867 AHT]ATEI!B Knaccos IgA, IgM, IgG K TKaHU AUYHKKa (aHTUOBapWanbHbIe aHTUTeNa), cymmapHo (Anti-Ovarian ChiBOPOTKA KPOBM a0 12 1650 20% 275
Antibodies, AOA, IgA, I1gM, IgG, Total)
AHTUTeNa Knaccos IgA, 1gM, 1gG K cTeponanpoAyLMPYIOWMM KNeTKam HagnodedHuka (ACTK), cymmapHo (Anti-
3.2.86.8 CbIBOPOTKa KPOB 012 1550 20% 258
Steroidal Cell Antibodies, StCAb, Steroidal Cell Autoantibodies, SCA, IgA, IgM, 1gG, Total) bIBOPOTKE KPOBM A :
AHTUTeNa Knaccos IgA, 1gM, 1gG K cTeponanpoAyLMPYIOWUM KNeTKaM AnYKa, cymmapHo (Anti-Testicular Steroid-
3.2.8.6.9 Cell Antibodies, Testicular Anti-Steroidal Cell Antibodies, Testicular StCAb, Steroidal Cell Autoantibodies, SCA CbIBOPOTKa KPOBU Ao 12 1750 20% 292
against Testis, IgA, IgM, 1gG, Total)
32.86.10 AHTMTEA? K crrepomp,npop,yumpy»ommm KNeTKam penpoAyKTUBHbIX TKaHel (Reproductive tissue steroid-producing ChIBOPOTKa KPOBM n0 12 3300 20% 550
cells Antibodies)
AyToMmyHHble 3a6oneBanua LIHC u MHC
Al IgA, | IgM 4, i NM
32871 H-rmena. Knaccos IgA, gG., gl / K aKB?nOpMHy ) cymmapﬁ? (AIAB.I'HOCTIAKB HelipoonTukomuenuta, NMO) ColBOpOTKa KPOBM 2012 3100 20% 517
(Aquaporin-4Receptor Antibodies, anti-AQP4, Neuromyelitis Optica, NMO, IgA, IgG, I1gM, Total)
3.2.8.7.2 AHTUTeNa knacca IgG K ckeneTHbIM Mblwuam (ACM) (Anti-Skeletal Muscle Antibodies, AStMA, 18G) CbIBOpPOTKa KpoBU Ao 10 1150 20% 192
AHTUTeNa Knaccos IgG v IgM K raHraunosugam (naiH-6n10t1: GM1; GM2-GM3-GM4; GD1a, GD1b, GD2-GD3, GT1a,
3.2.8.7.3 GT1b, GQ1b, cynbdatuapl), cymmapHo (Anti-GM1 Antibodies, Anti-GQ1b Antibodies, Anti-Gangliosideantibodies, CbIBOPOTKa KPOBU no9 5450 20% 908
Ganglioside Antibodies Panel, Total)
M " [ WH- : Mi-2, Ku, PM-Scl 100/75; Jo1 PL-7 PL-12 E ; SRP, SSA
32874 Mo3unT- CI'IeLLI/.IdV)IAHHbIEV ?HTMTEHB Kknacca IgG (naitH-6n01: Mi-2, Ku, Scl 100/75; Jo ) OJ; SRP, SS CHIBOPOTKA KPOBM 209 4200 20% 700
(Ro52)) (Myositis-Specific Panel)
32875 AHT]ATEI!B K aLLe:I‘MnXOI‘IMHOBOMV peuenTopy (AxP, AarHocTMKa MuacteHuun), cymmapHo (Acetylcholine Receptor CHIBOPOTKA KPOBM n012 5800 20% 967
Antibodies, Anti-AChR, Total)
32876 AHTVIHEVIpOHaﬂbH.hIE aHTUTena x/.1acc.a 18G (naﬁ_H-6noT: Hu (ANNA1), Yo-1 (PCA1), CV2, Ma.Z, Ri (ANNA2), ) ) CoiBopoTKa KPOBH 209 5800 20% 967
amoudusmnt) (Anti-Neuronal Antibodies, Blot-Line (Hu (ANNA1), Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2), Amphiphysin))
32877 AHTUTENA Kna.lcca .IgG NMDA (N-metun-D-acnaprar) rayramatHomy peuenTopy B cbiBopoTke(N-Methyl-D-Aspartate ChIBOPOTKa KPOBM 209 4500 20% 750
Receptor Antibodies IgG)
32878 AHntutena Kk NMDA rny‘r?c\Ma'r.HoMy peuenTopy, IgG, onpegenexue B nuksope (aHTU-NMDAR IgG, N-methyl-D- Aksop 209 3100 20% 517
Aspartate Receptor Antibodies, CSF)
32879 OIWII'OK"O!.-!aIIth!M 1gG B nuKBOpE (LepebpocnuHanbHOM KUAKOCTM) U cbiBopoTKe Kposu (Oligoclonal I1gG, R —— a8 4200 20% 700
Cerebrospinal Fluid (CSF), Serum)
32.87.10 CeoboaHble ne_rme uerm MMMYHOI’AOGV}WIHOE Kanna u nam6aa B mkeope (Cerebrospinal Fluid Concentration of Nuksop 2010 1950 20% 325
Immunoglobulin Free Light Chains)
3.2.8.7.11 AHTUTENA K MUeNUHY IgG, MeToa Henpsamoi MMyHodatoopecueHuum (Anti-myelin antibody, IgG, IF) CbIBOPOTKA KPOBM no7 1800 20% 300
328712 AHTMTeI!a K LGI1 n CASPR2 (KO.MI'IO.HEHTbI KOMM/IeKca KanueBsblx KaHanos), IgG, cbiBopoTka Kposw (VGKC-associated CbIBOPOTKA KpOBH 209 5900 20% 983
proteins LGI1 and CASPR2 antibodies, serum)
328713 AHTUTENa K LGI1 n CASPR.Z (KOMNOHeHTbI KOMNAeKca Kanuesbix KaHanos), IgG, ankeop (VGKC-associated proteins Anksop 209 5900 20% 983
LGI1 and CASPR?2 antibodies, CSF)
328714 AHTWTena K peuenTtopam HeitpoHos Tunos NMDA,CASPR, LGI, AMPA1, AMPA2, GABAR1 knacca IgG, pasaensHo, ChiBOPOTKa KpOBM 209 13 600 20% 2267
onpeseneHue B CbIBOPOTKE
3.2.87.15 AHTUTena K peuenTtopam HeitpoHos Tunos NMDA,CASPR, LGI, AMPA1, AMPA2, GABAR1 knacca IgG, pasaensHo, Akeop 209 13 600 20% 2267
onpesenexHue B IMKBope
AHTUHeNpOHanbHble aHTUTeNa, IgG, meTog Henpamoit ummyHodayopecueHumn (Neuronal antibodies, 1gG, Indirect
3.28.7.16 i CbIBOPOTKa KPOBU Ao9 3200 20% 533
immunofluorescence (IIF))
328717 A.HTMTel!a K Mbuue‘ulHo—cneu.md)mqecxom TUPO3MHKMHa3e (aHTU-MuSK) B cbiBopoTke kposu, (Muscle-specific tyrosine CbIBOPOTKa KPOBI 209 5400 20% 200
kinase (MuSK) antibody)
328718 KomnneKcHoe nccnefoBaHne anA UCNONb30BaHNA B UAarHOCTUKE pacce;iHHoro CKNepo3a: onpejenexne CbiBopoTka+CMIK; JInksop; 2012 5900 20% 083
OJIMFOKNOHaNbHOTO IgG (NMKBOP, CbIBOPOTKA) M CBOBOAHBIX NETKMX Lieneit UMMYHOT06YAMHOB (1MKBOP) CblBOPOTKa KPOBM
Ay 61 NErkux u cepa oM 1
32881 AHT}/ITel!a Knacca IgG K cepsieuHoit MyckynaType (MUOKapAy), aHTUMMOKapAMabHble aHTUTena (Anti-Heart CbIBOPOTKa KPOBI 2010 1300 20% 217
Antibodies, IgG)
32882 AKTUBHOCTb aHTMOTEH3UH-NpeBpaLuatoLiero pepmerTa (AMd) cbiBopoTkM Kposm (Angiotensin Converting Enzyme, ChIBOPOTKa KPOBM n012 2600 20% 233
ACE, Serum)
3.2.8.83 HeonTtepwuH (HM) B cbiBopoTke Kposu (Neopterin, Serum) CbIBOPOTKa KPOBU Ao 12 1700 20% 283
3.2.88.4 BocnanutesnbHble Muokapauonatum (AT Kk mutoxoHapuam (AMA), AT K cepieqHoM MycKynaType) CbIBOPOTKA KpOBU [0 12 2600 20% 433
3.2.8.8.5 AHTUTeNa Knacca K IgG Tpombouuntam, Henpsamoit Tect (Platelet Antibodies IgG, Indirect) CbIBOPOTKa KPOBU Ao 12 2900 20% 483
WUCCNEAOBAHUE BUO3/IEMEHTOB (TAXE/IbIE META/I/1bl, MMKPO- U MAKPO3JIEMEHTbI)
XUMUYECKHIi cOCTaB KPoBM
321711 OcHOBHblE acceHHmaanue (*M3HEHHO HeOBXOAMMbIE) MMKPO3/IEMEHTI B CbiIBOPOTKe KpoBu (Essential Vital ChiBopoTKa KpOBM 207 1450 20% 242
Elements, Essential Trace Elements, Serum)
321712 TOKCHUUYHbIE MUKPO3/IEMEHTbI (TAKENbIE MeTasIbl) B BEHO3HOM Kposw (Toxic Trace Elements, Toxic Heavy Metals, Kposb n07 1450 20% 242

Venous Blood)
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321713 MMKpOIBI]EMEHTbI B CbIBOPOTKE KPOBU M BEHO3HOM KpoBu: CKpUHUHT (Trace Elements, Serum, Venous Blood: KpoBb; ChiBOPOTKa KpOBM no7 3600 20% 600
Screening)
3.2.17.1.4 Kagmuit (Cd) B coiBopoTke Kposu (Cadmium (Cd), Serum ) CbIBOPOTKa KPOBU po7 1200 20% 200
3.2.17.1.5 Ko6anbT (Co) B cbiBopoTKe Kposw (Cobalt (Co), Serum) CbIBOPOTKa KPOBU no7 1200 20% 200
3.2.17.1.6 Megb (Cu) B cbiBopoTKe Kposw (Copper (Cu), Serum ) CbIBOPOTKa KPOBU po7 1200 20% 200
3.2.17.1.7 MapraHey, (Mn) 8 cbiBopoTKe Kposu (Manganese (Mn), Serum) CbIBOPOTKa KPOBU no7 1200 20% 200
3.2.17.1.8 CeneH (Se) B cbiBopoTKe KpoBU (Selenium (Se), Serum) CbIBOPOTKa KPOBU po7 1200 20% 200
3.2.17.1.9 LinHK (Zn) B cbiBOpOTKe KpoBw (Zinc (Zn), Serum) CbIBOPOTKa KPOBU no7 1200 20% 200
3.2.17.1.10 Hukenb (Ni) B cbiBopoTke kposwu (Nickel (Ni), Serum) CbIBOPOTKa KPOBU po7 1200 20% 200
3.2.17.1.11 3on0T0 (Au) B cbiBOpoTKe KpoBu (Gold (Au), Serum) CbIBOPOTKa KPOBU no7 1200 20% 200
3.2.17.1.12 MonunbaeH (Mo) 8 cbiBopoTke Kposu (Molybdenum (Mo), Serum) CbIBOPOTKa KPOBU po7 1200 20% 200
3.2.17.1.13 Tannuii (Tl) 8 coiBopoTke Kposw (Thallium (T1), Serum) CbIBOPOTKa KPOBU no7 1200 20% 200
3.2.17.1.14 MbliwbsK (As) B cbiBopoTKe Kposw (Arsenic (As), Serum) CbIBOPOTKa KPOBU po7 1200 20% 200
3.2.17.1.15 op B cbiBopoTke (lodine, serum) CbIBOPOTKa KPOBU no7 1200 20% 200
3.2.17.1.16 Jlutwii (Li) B coiBopoTKe Kposw (Lithium (Li), serum) CbIBOPOTKa KPOBU A0 4 1150 20% 192
3.2.17.1.17 Kagmuit (Cd) B BeHo3HoM Kpoeu (Cadmium (Cd), Blood) Kposb no7 1200 20% 200
3.2.17.1.18 Ko6anbT (Co) B BeHO3HOM Kposu (Cobalt (Co), Blood) Kposb no7 1200 20% 200
3.2.17.1.19 Megb (Cu) B BeHo3HOM Kposw (Copper (Cu), Blood) Kposb no7 1200 20% 200
3.2.17.1.20 MapraHeu, (Mn) 8 BeHo3HO Kposu (Manganese (Mn), Blood) Kposb no7 1200 20% 200
3.2.17.1.21 Hukenb (Ni) B BeHo3Ho kposu (Nickel (Ni), Blood) Kposb no7 1200 20% 200
3.2.17.1.22 CeneH (Se) B BeHO3HOI Kposu (Selenium (Se), Blood) Kposb no7 1200 20% 200
3.2.17.1.23 UuHK (Zn) B BEHO3HOW KpoBsw (Zinc (Zn), Blood) Kposb no7 1200 20% 200
3.2.17.1.24 CswuHew, (Pb) 8 BeHo3HOM Kposu (Lead (Pb), Blood) Kposb no7 1200 20% 200
3.2.17.1.25 PtyTb (Hg) B BeHO3HOM Kposwu (Mercury (Hg), Blood) Kposb no7 1200 20% 200
XUMHYECKMIA cocTaB MouM
321721 ScceHumanbHble ()K.MSHEHHO HeobxoAnMble) M TOKCUYHbBIE MUKpPOoaNemMeHTbl B moye (Essential Vital Elements, Toxic Mova no7 3400 20% 567
Trace Elements, Urine)
3.2.17.2.2 Kagmuit (Cd) B moue (Cadmium (Cd), Urine) Moya no7 1200 20% 200
3.2.17.2.3 Ko6anbT (Co) B moye (Cobalt (Co), Urine) Moua no7 1200 20% 200
3.2.17.2.4 Megb, Moya, pa3osas nopuws (Copper, random urine; Cu) Moya no7 1200 20% 200
3.2.17.2.5 Megb (Cu) B cyTouHoi moue (Copper (Cu), 24-Hours Urine) Moua no7 1200 20% 200
3.2.17.2.6 MapraHeu, (Mn) B mouye (Manganese (Mn), Urine) Moya no7 1200 20% 200
3.2.17.2.7 CeneH ( Se) 8 moye (Selenium ( Se), Urine) Moua no7 1200 20% 200
3.2.17.2.8 UuHK (Zn) B moye (Zinc (Zn), Urine) Moya no7 1200 20% 200
3.2.17.2.9 Hukenb (Ni) 8 moue (Nickel (Ni), Urine) Moua no7 1200 20% 200
3.2.17.2.10 CeuHel, (Pb) B moye (Lead (Pb), Urine) Moya no7 1200 20% 200
3.2.17.2.11 PTyTb (Hg) B Moue (Mercury (Hg), Urine) Moua no7 1200 20% 200
3.2.17.2.12 Tannwuii (Tl) 8 moye (Thallium (Tl), Urine) Moya no7 1200 20% 200
3.2.17.2.13 MbiwbsK (As) 8 moye (Arsenic (As), Urine) Moua no7 1200 20% 200
3.2.17.2.14 AntomuHuii (Al) B8 moye (Aluminum (Al), Urine) Movya no7 1200 20% 200
3.2.17.2.15 eneso (Fe) 8 moue (Iron (Fe), Urine) Moua no7 1200 20% 200
3.2.17.2.16 Vog, (1) 8 moue (lodine (1), Urine) Moua no7 1200 20% 200
XuMun4ecKuii coctas BoAOC
3.2.17.3.1 ToKCHUYHbIE MUKPO3eMeHTbI B Bonocax (Toxic Trace Elements, Hair) Bonocbl no7 1900 20% 317
3.2.17.3.2 TOKCHUYHbBIE 1 3CCEHLMaNbHbIE MUKPO3NeMeHTbI B Bonocax (Toxic Trace Elements, Essential Vital Elements, Hair) Bonocbi no7 3550 20% 592
3.2.17.33 BO/1bLION CKPUHMHT 3/1eMeHTHOro cocTasa Bosoc (Elemental Composition of Hair: Screening ) Bonocb! no7 6 550 20% 1092
3.2.17.3.4 AntomuHuii (Al) B Bonocax (Aluminum (Al), Hair) Bonocbl no7 1200 20% 200
3.2.17.3.5 Bapwit (Ba) 8 Bonocax (Barium (Ba), Hair) Bonocb! no7 1200 20% 200
3.2.17.3.6 Bepunnwii (Be) B Bonocax (Beryllium (Be), Hair) Bonocebl no7 1200 20% 200
3.2.17.3.7 Bop (B) B Bonocax (Boron (B), Hair) Bonocb! no7 1200 20% 200
3.2.17.3.8 Banaguii (V) B Bonocax (Vanadium (V), Hair) Bonocbl no7 1200 20% 200
3.2.17.3.9 BucmyT (Bi) B Bonocax (Bismuth (Bi), Hair) Bonocb! no7 1200 20% 200
3.2.17.3.10 Bonbdpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) Bonocbl no7 1200 20% 200
3.2.17.3.11 lannwuii (Ga) 8 Bonocax (Gallium (Ga), Hair) Bonocb! no7 1200 20% 200
3.2.17.3.12 epmaHwii (Ge) B Bonocax (Germanium (Ge), Hair) Bonocbl no7 1200 20% 200
3.2.17.3.13 Yeneso (Fe) B Bonocax (Iron (Fe), Hair) Bonocb! no7 1200 20% 200
3.2.17.3.14 3onoto (Au) B Bonocax (Gold (Au), Hair) Bonocebl no7 1200 20% 200
3.2.17.3.15 Vog (1) 8 Bonocax (lodine (1), Hair) Bonocb! no7 1200 20% 200
3.2.17.3.16 Kagmwii (Cd) B Bonocax (Cadmium (Cd), Hair) Bonocebl no7 1200 20% 200
3.2.17.3.17 Kanwit (K) 8 Bonocax (Potassium (K), Hair) Bonocb! no7 1200 20% 200
3.2.17.3.18 Kanbuwit (Ca) B Bonocax (Calcium (Ca), Hair) Bosocbl no7 1200 20% 200
3.2.17.3.19 Ko6anbT (Co) 8 Boocax (Cobalt (Co), Hair) Bosocbl no7 1200 20% 200
3.2.17.3.20 KpemHwii (Si) B Bonocax (Silica (Si) , Hair) Bonocebl po7 1200 20% 200
3.2.17.3.21 JlaHTaH (La) B Bonocax (Lantanum 9La), Hair) Bosiocbl no7 1200 20% 200
3.2.17.3.22 JluTwii (Li) B BOnocax (Lithium (Li), Hair) Bosocbl no7 1200 20% 200
3.2.17.3.23 Marnuit (Mg) 8 Bonocax (Magnesium (Mg), Hair) Bosocbl no7 1200 20% 200
3.2.17.3.24 MapraHeu (Mn) 8 Bonocax (Manganese (Mn), Hair) Bosocbl no7 1200 20% 200
3.2.17.3.25 Megb (Cu) B Bonocax (Copper (Cu), Hair) Bosocbl no7 1200 20% 200
3.2.17.3.26 MonunbaeH (Mo) B Bonocax (Molybdenum (Mo), Hair) Bonocebl no7 1200 20% 200
3.2.17.3.27 Mbiwbsk (As) 8 Bonocax (Arsenic (As), Hair) Bonocbl no7 1200 20% 200
3.2.17.3.28 Hatpwii (Na) B8 Bonocax (Sodium (Na), Hair) Bosocbl no7 1200 20% 200
3.2.17.3.29 Hukenb (Ni) 8 Bonocax (Nickel (Ni), Hair) Bosocbl no7 1200 20% 200
3.2.17.3.30 Onoso (Sn) 8 Bonocax (Tin (Sn), Hair) Bosocbl no7 1200 20% 200
3.2.17.3.31 MNnatuHa (Pt) 8 Bonocax (Platinum (Pt), Hair) Bosocbl no7 1200 20% 200
3.2.17.3.32 P1yTb (Hg) B BONOCax (Mercury (Hg), Hair) Bonocebl no7 1200 20% 200
3.2.17.3.33 Py6uamit (Rb) B Bonocax (Rubidium 9Rb), Hair) Bosocbl no7 1200 20% 200
3.2.17.3.34 CswuHey, (Pb) B Bonocax (Lead (Pb), Hair) Bosocbl no7 1200 20% 200
3.2.17.3.35 CeneH (Se) B Bonocax (Selenium (Se), Hair) Bosocbl no7 1200 20% 200
3.2.17.3.36 Cepe6po (Ag) B Bonocax (Silver (Ag), Hair) Bonocebl no7 1200 20% 200
3.2.17.3.37 CTpoHuuii (Sr) B Bonocax (Strontium (Sr), Hair) Bonocbl no7 1200 20% 200
3.2.17.3.38 Cypbma (Sb) B Bonocax (Antimony (Sb), Hair) Bonocebl no7 1200 20% 200
3.2.17.3.39 Tannui (Tl) 8 Bonocax (Thallium (TI), Hair) Bosocbl no7 1200 20% 200
3.2.17.3.40 Pocgop (P) B Bonocax (Phosphorus (P), Hair) Bonocbl no7 1200 20% 200
3.2.17.3.41 Xpom (Cr) 8 Bonocax (Chromium (Cr), Hair) Bosocbl no7 1200 20% 200
3.2.17.3.42 LinHK (Zn) B Bonocax (Zinc (Zn), Hair) Bonocbl po7 1200 20% 200
3.2.17.3.43 LinpkoHwii (Zr) B Bonocax (Zirconium (Zr), Hair) Bosiocbl no7 1200 20% 200
XUMUYECKHIA cocTas HorTel
3.2.17.4.1 TOKCHUUYHbIE MUKPO3/IeMEHTbI B HOrTAX (Toxic Trace Elements, Nails) Hortn po7 1950 20% 325
3.2.17.4.2 TOKCHUUHbBIE 1 3CCEHLMANbHbBIE MUKPO3IEeMeHTbI B HOrTsaXx (Toxic Trace Elements, Essential Vital Elements, Nails) Hortn no7 3700 20% 617
3.2.17.43 B0/1bLLIOI CKPUHUHT 31eMeHTHOro cocTasa HorTei (Elemental Composition of Nails: Screening ) Hortn po7 6 600 20% 1100
3.2.17.4.4 AntomuHuii (Al) B HorTax (Aluminum (Al), Nails) Hortu no7 1200 20% 200
3.2.17.45 Bapwit (Ba) B HorTax (Barium (Ba), Nails) Hortn po7 1200 20% 200
3.2.17.4.6 Bepunnwii (Be) B HorTsax (Beryllium (Be), Nails) Hortu no7 1200 20% 200
3.2.17.47 Bop (B) B HorTax (Boron (B), Nails) Hortn po7 1200 20% 200
3.2.17.4.8 Banaaui (V) B HorTax (Vanadium (V), Nails) Hortu no7 1200 20% 200
3.2.17.49 BucmyT (Bi) B HorTax (Bismuth (Bi), Nails) Hortn po7 1200 20% 200
3.2.17.4.10 Bonbdpam (W) 8 HorTax (Tungsten, Wolframium (W), Nails) Hortu no7 1200 20% 200
3.2.17.4.11 [annwuii (Ga) B HorTax (Gallium (Ga), Nails) Hortn po7 1200 20% 200
3.2.17.4.12 Iepmanwii (Ge) B HorTsax (Germanium (Ge), Nails) Hortu no7 1200 20% 200
3.2.17.4.13 eneso (Fe) B HorTax (Iron (Fe), Nails) Hortn po7 1200 20% 200
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3.2.17.4.14 30070 (Au) B HorTax (Gold (Au), Nails) Hortn po7 1200 20% 200
3.2.17.4.15 oa (1) B HorTax (lodine (1), Nails) Hortu no7 1200 20% 200
3.2.17.4.16 Kagmwit (Cd) B HorTax (Cadmium (Cd), Nails) Hortn po7 1200 20% 200
3.2.17.4.17 Kanwit (K) 8 HorTsix (Potassium (K), Nails) Hortu no7 1200 20% 200
3.2.17.4.18 Kanbuuit (Ca) B HorTsax (Calcium (Ca), Nails) Hortn po7 1200 20% 200
3.2.17.4.19 Ko6anbT (Co) B HorTax (Cobalt (Co), Nails) Hortu no7 1200 20% 200
3.2.17.4.20 KpemHui (Si) B HorTax (Silica (Si), Nails) Hortn po7 1200 20% 200
3.2.17.4.21 JlaHTaH (La) B HorTax (Lantanum (La), Nails) Hortu no7 1200 20% 200
3.2.17.4.22 JiuTnii (Li) B HorTax (Lithium (Li), Nails) Hortn po7 1200 20% 200
3.2.17.4.23 Marnuit (Mg) 8 HorTax (Magnesium (Mg), Nails) Hortu no7 1200 20% 200
3.2.17.4.24 MapraHey (Mn) 8 HorTax (Manganese (Mn), Nails) Hortn po7 1200 20% 200
3.2.17.4.25 Megpb (Cu) B HorTsx (Copper (Cu), Nails) Hortu no7 1200 20% 200
3.2.17.4.26 MonunbaeH (Mo) 8 Horax (Molybdenum (Mo), Nails) Hortn po7 1200 20% 200
3.2.17.4.27 Mbliwbsik (As) B HorTax (Arsenic (As), Nails) Hortu no7 1200 20% 200
3.2.17.4.28 Hatpwuit (Na) 8 HorTax (Sodium (Na), Nails) Hortn po7 1200 20% 200
3.2.17.4.29 Hukenb (Ni) B Hortsax (Nickel (Ni), Nails) Hortu no7 1200 20% 200
3.2.17.4.30 0no8o (Sn) 8 HorTax (Tin (Sn), Nails) Hortu no7 1200 20% 200
3.2.17.4.31 MnatuHa (Pt) B HorTax (Platinum (Pt), Nails) Hortu no7 1200 20% 200
3.2.17.4.32 PTyTb (Hg) B HOrTAX (Mercury (Hg), Nails) Hortu no7 1200 20% 200
3.2.17.4.33 Py6uanii (Rb) B Hortax (Rubidium (Rb), Nails) Hortn no7 1200 20% 200
3.2.17.4.34 CswuHew, (Pb) 8 HorTax (Lead (Pb), Nails) Hortu no7 1200 20% 200
3.2.17.4.35 CeneH (Se) B HorTax (Selenium (Se), Nails) Hortu no7 1200 20% 200
3.2.17.4.36 Cepebpo (Ag) B HorTax (Silver (Ag), Nails) Hortu no7 1200 20% 200
3.2.17.4.37 CTPOHUMA (Sr) B HOrTax (Strontium (Sr), Nails) Hortu no7 1200 20% 200
3.2.17.4.38 Cypbma (Sb) B Hortax (Antimony (Sb), Nails) Hortu no7 1200 20% 200
3.2.17.4.39 Tannwuii (T1) 8 HorTax (Thallium (T1), Nails) Hortu no7 1200 20% 200
3.2.17.4.40 Pocdop (P) 8 Hortax (Phosphorus (P), Nails) Hortu no7 1200 20% 200
3.2.17.4.41 Xpom (Cr) B HorTax (Chromium (Cr), Nails) Hortu no7 1200 20% 200
3.2.17.4.42 LMHK (Zn) B HOrTaAX (Zinc (Zn), Nails) Hortu no7 1200 20% 200
3.2.17.4.43 LnpKoHWi1 (Zr) B HOrTax (Zirconium (Zr), Nails) Hortu no7 1200 20% 200
MOJIEKY/IAPHO-TEHETUYECKUE UCCNEAOBAHUA
KposeHocHas cuctema
32.26.1.1 EZOLESD)T)DBKB K onepauuu (reHsl MTHFR, MTRR, MTR, F2, F5) (Preparation for Surgery (Genes MTHFR, MTRR, MTR, Kposs n012 2100 20% 350
32.26.1.2 HOAFDTDB'KB K onepauuu (redsl MTHFR, MTRR, MTR, F2, F5) (6e:.-z onucaxua F)es'ynbraros BPaYOM-TeHeTUKOM) Kposs 209 1950 20% 325
(Preparation for Surgery (Genes MTHFR, MTRR, MTR, F2, F5) (without Description))
3.2.26.1.3 OnpegeneHue pesyc-dakropa (Rh factor Definition) Kposb Ao 19 7900 20% 1317
3.2.26.1.4 OnpegeneHve reHoTuna pesyc-dakropa (RH factor Genotype) Kposb A0 19 12 600 20% 2100
32.26.15 On;?e,'u,.enenm.e reHoTuna Fes.yc-d)anopa (6e3 onucaHusa pesynbTaToB Bpaiom-reHeTukom) (Genotype of RH factor Kposs 2016 12200 20% 2033
Definition (without Description))
3.2.26.1.6 Pesyc-¢dakTop nnoaa. BoiasneHue reHa RHD nnoga B kposu maTepu (RHD gene of the fetus in the mother's blood) Mnasma Kposu no9 4500 20% 750
3.2.26.1.7 MosnekynspHo-reHeTudeckoe uccnegosanue HLA-B27 (Molecular Genetic Testing HLA-B27) Kposb [0 5 1500 20% 250
322618 Twnmposamfe reHos cuctembl HLA Il knacca (redsl DRB1, DQA1, DQB1) (System Human Leukocyte Antigen (HLA) Kposb 2010 6600 20% 1100
Class Il, Typing (Genes DRB1, DQA1, DQB1))
3.2.26.1.10 Tpom6o3bi: paclumMpeHHas naHensb (redsl F2, F5, MTHFR, MTRR, MTR) (Thrombosis: Advanced Panel (Genes F2, F5, Kposb n012 3600 20% 600
MTHFR, MTRR, MTR))
3.2.26.1.11 Tpom6o3bi: pacmmpeHH.aﬂ naHenb (rexsl F2, F5, MTHFR, MTRR, MTR) (6e3 onmcar-'wm pesynmém.a Bpayom- Kposb 209 2800 20% 483
reHeTnkom) (Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR) (without Description))
PaclumMpeHHoe uccneaoBaHue reHoB cucTembl remoctasa (resl F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2,
3.2.26.1.12 ITGB3, F7, PAI-1) (Extended Study of Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, Kposb Ao 18! 4200 20% 700
ITGB3, F7, PAI-1))
PaclumMpeHHoe uccneaoBaHue reHoB cucTembl remoctasa (resl F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2,
3.2.26.1.13 ITGB3, F7, PAI-1) (6e3 onucaHua pesynbTaToB Bpayom-reHeTnkom) (Extended Study of Hemostatic System (Genes Kposb A0 8] 3500 20% 583
F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (without Description))
3.2.26.1.14 Tpombo3bl: COKpallleHHas naHenb (reHbl F2, F5) (Thrombosis: Minimum (Genes F2, F5)) Kposb Ao 12 2600 20% 433
32.26.1.15 Tp'Ol'V\603hIZ COKpalLyeHHas n-aHenb (reHb! F2., F5) (6e3 onucaHus pesynbTaTos Bpadom-reHeTukom) (Thrombosis: Kposs 209 1900 20% 317
Minimum (Genes F2, F5) (without Description))
32.26.1.16 WUccneposaHue reHa pubpurorera, nonumopdusm FGB c.-467G>A Fibrinogen gene study, polymorphism FGB c.- Kposb no18 2200 20% 367
467G>A
3226117 MCCHE,D,OBEHM.E r.eHa $unbpuHorena, noanopd)_msM FGB c.-467G>A (6.83 OHMCaHM.ﬂ p.eaynb'ra'ros Bpa4yoMm- Kposb 2013 2200 20% 367
reseTnkom) Fibrinogen gene study, polymorphism FGB c.-467G>A (without description)
3.2.26.1.18 vnepromoumnctenHemus (reHol MTHFR, MTRR, MTR) (Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR)) Kposb Ao 12 4900 20% 817
3.2.26.1.19 I'MneproMou,McTeV.lHeM{/m (reHbl MTHFR, MTRR, MTR) (ﬁe.a onucaHusa _pe_synb'ra'ros BPaYOM-TEHETUKOM) Kposb 209 1300 20% 217
(Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR) (without Description))
3.2.26.1.20 I'Mneparpel.'al.l,wﬂ TpombBouuTos, nonumopdusm reHa ITGA2 c.759 C>T Hyperaggregation of platelets, gene Kposb no18 2300 20% 383
polymorphism ITGA2 ¢.759 C>T
32.26.1.21 vneparperauua Tpomﬁou.ml'ros, nonumopdusm reHa ITGA2 ?.759 C>T (6e3 OI'IVICaHM.ﬂ peaynbratos.spawom— Kposb 2013 2200 20% 367
reHeTukom) Hyperaggregation of platelets, gene polymorphism ITGA2 ¢.759 C>T (without description)
3.2.26.1.22 TpombouuTapHbIii peuentop pubpuHorena (reH ITGB3) (Platelet Fibrinogen Receptor (Gene ITGB3)) Kposb Ao 12 1750 20% 292
32.26.1.23 T.po!wﬁou,maprM peuentop ¢M6pl’IH-OI'eHa (rem ITGFSS) (6e3 onucaHus pesynbTaToB Bpadom-reHeTukom) (Platelet Kposs 209 1400 20% 233
Fibrinogen Receptor (Gene ITGB3) (without Description))
PenpoayKTMBHOE 340pOBbe
3.2.26.2.1 HapyLeHusn cnepmaTtoreHesa, 6 mapképos (Mukpoaeneumm nokyca AZF) (Spermatogenesis disorders (6 AZF)) Kposb no 15 2200 20% 367
3.2.26.2.2 HapyLeHus cnepmatoreHesa, 6 mapképos (Mukpoaeneumm nokyca AZF) (6e3 onucaHusa pesy/ibTaTos reHeTUKOM) Kposb no 12 1650 20% 275
YeHckoe 6ecnnoave n ocnoxHeHne 6epemeHHocTH (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD, HLA II;
3.2.26.2.3 kapuortun) (Female Infertility, Pregnancy Complication (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD, HLA Il; Kposb A0 20| 24500 20% 4083
Karyotype))
32.26.2.4 Xouy cTaTb MamoW: OCNOXKHeHUs 5eReM?HHUC1M (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (Want to Kposs 2019 17300 20% 2883
Become a Mother: Pregnancy Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD))
Xouy cTaTb Mamoii: ocnoxHeHus 6epemeHHocTY (reHbl F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (6e3 onucanus
3.2.26.2.5 pesynbTaTos Bpayom-reHeTukom) (Want to Become a Mother: Pregnancy Complications (Genes F2, F5, MTHFR, Kposb A0 16! 14 900 20% 2483
MTRR, MTR, ACE, AGT, RHD) (without Description))
3.2.26.2.6 CKNOHHOCTb K.T.pOM603aM npu 6epemMeHHOCTV: MUHUMAabHan naHenb (reHbl F2, F5) (Thrombotic Tendency in Kposb n012 1100 20% 183
Pregnancy: Minimum (Genes F2, F5))
CKNOHHOCTb K TPOM603am npu 6epemeHHOCTU: MUHUManbHasA naHenb (reHsl F2, F5) (6e3 onucaHua pesynbtatos
3.2.26.2.7 . . L N o Kposb o9 990 20% 165
Bpayom-reHeTukom) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5) (without Description))
32.26.2.8 FecTo3bl U d)erc).n{laueHTapHaﬂ HeAocTaToYHOCTL (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5) (Gestosis and Kposb 2019 10 100 20% 1683
Placental Insufficiency (Genes ACE, AGT, MTHFR, MTRR, MTR, F2, F5))
FecTosbl U peTonnaLeHTapHas HeAoCTaToYHOCTb (reHbl ACE, AGT, MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHus
3.2.26.2.9 pesynbTaToB Bpayom-reHeTukom) (Gestosis and Placental Insufficiency (Genes ACE, AGT, MTHFR, MTRR, MTR, F2, Kposb A0 16! 9100 20% 1517

F5) (without Description))




Cpox svinoanenus - paboyue Ouu, He3s ywvema Ona 3abopa Guonozuyeckozo Mamepuana

) m Uena, py6. CraBka Cymma

= H o

Kon yeayrn I HCC. st BuoJoruyeckuii MaTepuas Cpoxk b 1.4, HIC HIC HIC
MpuBbluHOE HeBbIHALLMBAaHWE BEPEMEHHOCTH, B T. Y. CKNOHHOCTb K TPOMB03amM Npn 6epemMeHHOCTH: paclinpeHHas

3.2.26.2.10 naHenb (reHsl MTHFR, MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended Kposb £o 12 3800 20% 633
Panel (Genes MTHFR, MTRR, MTR, F2, F5))
MpuBbluHOE HeBbIHALLMBAHUE BEPEMEHHOCTH, B T. 4. CKNOHHOCTb K TPOMB03aM Npn 6epeMeHHOCTH: paclinpeHHas

3.2.26.2.11 naHenb (reHsl MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHus pesynbTatos Bpayom-reHeTnkom) (Habitual Miscarriage, Kposb no9 2900 20% 483
Thrombotic Tendency in Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5) (without Description))

3.2.26.2.12 .BO3HMKHOBEHME M30/IMPOBaHHbIX MOPOKOB pa3suTuA y nnoaa (resl MTHFR, MTRR, MTR) (Isolated Malformations Kposb n012 1400 20% 233
in Fetus (Genes MTHFR, MTRR, MTR))
BO3HMKHOBEHWE W30/IMPOBaHHbIX NOPOKOB Pa3suTus y nnoaa (reHol MTHFR, MTRR, MTR) (6e3 onucanus

3.2.26.2.13 pesynbTaTos Bpayom-reHeTukom) (Isolated Malformations in Fetus (Genes MTHFR, MTRR, MTR) (without Kposb Ao 9 1300 20% 217
Description))

32.26.2.14 TpomQOTquCKme OC/NIOXKHEHWA NPU CTUMY ALK 0BYAALMM (reHbl F2, F5) (Thrombotic Complications of Ovulation Kposb n012 1090 20% 182
Induction (Genes F2, F5))

3.2.26.2.15 Tpomb6oTudeckune OCAO)VKHEHMH |.-|pm.cmmynm.|,m ?Bynﬂuww.(renm F2, F5) (6e3 or.mcaum peaynx?TaToa BpayYoMm- Kposs 209 990 20% 165
reHeTukom) (Thrombotic Complications of Ovulation Induction (Genes F2, F5) (without Description))

3.2.26.2.16 BporkAeHHasn runepnaasus HagnodeyHukos, reH CYP21A2, y.m. (Gene CYP210HB, Freq. Mut.) Kposb no 17 9700 20% 1617

3.2.26.2.17 OnacHoCTb NpuU Npreme opanbHbIX KOHTpaLenTuBoB (reHbl F2, F5) (Risk of Oral Contraceptives, Ocs (Genes F2, F5)) Kposb £o 12 1090 20% 182

3.2.26.2.18 OnacHocTb I'Iplti npueme opasibHbIX K.ompauenmsos (reHbl F2, IfS) (6e3 onm.car-.mn pe3ynbTaTos Bpavyom- Kposb 209 990 20% 165
reHeTukom) (Risk of Oral Contraceptives, OCs (Genes F2, F5) (without Description))

3.2.26.2.19 Myckoe 6ecnnogue (reHbl AR, CFTR; AZF-peruoH; kapuotun) (Male Sterility (Genes AR, CFTR; AZF-Region; Kposs 2020 29000 20% 4833
Karyotype))

3.2.26.2.20 FeHeTUyeckue dpakTopbl MY)KCKOI’O 6ecnnoausa (reHbl AR, CFTR; AZF-pervion) (Genetic Factors of Male Infertility Kposs 2019 18 000 20% 3000
(Genes AR, CFTR; AZF-Region))

32.26.2.21 HapyLuer—an cnepmatoreHesa: paclumpeHHan navens (AZF-pervon) (Impairment of Spermatogenesis: Full Panel Kposs n012 12 900 20% 2150
(AZF-Region))

3.2.26.2.22 Hapywenusa cnepn{.a-roreneaa: pacmmpeHHaf: naHesnb (AZF»peI’MOH.) (6e3 ?nmcaumn pevay/vaaToa BpayYoMm- Kposs 209 11 900 20% 1983
reHeTukom) (Impairment of Spermatogenesis: Full Panel (AZF-Region) (without Description))

Ceppaue, cocyabi, LHC

32.263.1 ApTepuanbHas runepTeHsus, nonHas naHens (reHol ACE, AGT, NOS3) (Arterial Hypertension: Full Panel (Genes Kposs 2019 3990 20% 665
ACE, AGT, NOS3))

3.2.26.3.2 ApTepuanbHan rm'!ep'reHam, nt?nHan naHens (reHsl ACE, AGT, NOS3) (6e3. onucaHua Feaj/nb'ra'roa Bpayom- Kposb n016 3600 20% 600
reHeTukom) (Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3) (without Description))
ApTepuanbHan runepTeHsns, CBA3aHHaA C HapyLWeHUAMU B PEHUHAHTUOTEH3UHOBOW cucTeme (reHbl ACE, AGT)

3.2.26.3.3 X X ! N X 5 Kposb| Ao 19 2650 20% 442
(Arterial Hypertension, Renin-Angiotensin System Disorder (Genes ACE, AGT))
ApTepuanbHaa runepTeH3us, CBA3aHHaA C HapyLWEHNAMN B PEHUHAHTMOTEH3MHOBOM cucTeme (reHbl ACE, AGT) (6e3

3.2.263.4 onucaHua pesynbTaTos Bpadyom-reHeTukom) (Arterial Hypertension, Renin-Angiotensin System Disorder (Genes Kposb A0 16| 2400 20% 400
ACE, AGT) (without Description))

32.26.35 Aprep.manbnan rmn?pTenavm, CBS!BaHHaﬂ c Hapymermﬂmm B pabote aHgoTennanbHoi NO-cuHTasbl (reH NOS3) Kposs 2019 1500 20% 250
(Arterial Hypertension, Endothelial NO-Synthase Disturbance (Gene NOS3))
ApTepuanbHas runepTeHsus, CBA3aHHas ¢ HapyweHuamu B pabote aHaoTennanbHon NO-cuHTasb! (reH NOS3) (6e3

3.2.26.3.6 onucaHWA pe3ynbTaToB Bpayom-reHeTukom) (Arterial Hypertension, Endothelial NO-Synthase Disturbance (Gene Kposb Ao 16 1400 20% 233
NOS3) (without Description))

3.2.26.3.7 MpeApacnoNoXeHHOCTb K aTepockneposy 1 6onesHu Anbureiimepa (Alzheimer's Disease) Kposb Ao 19 2100 20% 350

bonesuun KT

3.2.26.4.2 [Jednumnt anbda-1-aHTUTpUncuHa, SERPINAL, y.m. Kposb A0 18! 2300 20% 383

3.2.26.4.3 MNopakeHus neyeHu, reHbl ATP7B, PNPLA3, SERPINAL, 4.m. Kposb A0 18] 9 500 20% 1583

3.2.26.4.4 HeankoronbHblii }KMpoBOii renatos, reH. PNPLA3, y.m. Kposb A0 18] 3500 20% 583

OHKonoruyeckme 3abonesanHna

3.2.26.5.1 Hacne,qcrsefmble C/y4aun paka MONOYHOM Kene3bl u/unu andHmkoB (reHbl BRCAL, BRCA2) (Hereditary Breast Kposb n012 2200 20% 367
and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2))
HacneacTBeHHble Cyyan paka MOIOYHOM Kenesbl u/uamn suyHukos (reHbl BRCA1, BRCA2) (6e3 onucatus

3.2.26.5.2 pesynbTaTos Bpayom-reHeTukom) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2) Kposb no7 2000 20% 333
(without Description))
HacnepacrseHHble cnyyan BRCA-accoLMMpPOBaHHOMO PaKka y MYXKUYMH: PaK rpyaHOM, NOAXKEeNYAO0YHOM,

3.2.26.5.3 npeacTaTenbHOM enes, pak andek (reHbl BRCA1, BRCA2) (Hereditary Breast Cancer In Men: Cancer of Breast, Kposb Ao 12 2200 20% 367
Pancreatic, Prostate, Testicular Cancer (Genes BRCA1, BRCA2))
HacneacteeHHble cayyan BRCA-accoummMpoBaHHOrO paKa y MyMUWH: paK rpyAHOMN, NOAMKeNyA04HOM,

3.2.26.5.4 npe,qc'r_aTeanoM enes, pak anyex (redbl BRCA1, BRCA2) (6e.3 onucaHua peay.m.ﬂama BPAYOM-reHeTUKOM) Kposb £07 2000 20% 333
(Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic, Prostate, Testicular Cancer (Genes BRCA1, BRCA2)
(without Description))

3.2.26.5.5 HacnepcteeHHble C{IYl‘IaM paka MOJIOYHOM enesbl u/unm auuHukos BRCAL, BRCA2, CHEK2, NBS1 (Hereditary Kposb 2019 10 800 20% 1800
Breast and/or Ovarian Cancer )

32.26.5.6 Cemeljmbm MeAYNNAPHbIN PaK WUTOBUAHOM enesbl (3k3oHbl 10, 11, 13, 14, 15 reHa RET) (Familial Medullary Kposb 2025 22 900 20% 3817
Thyroid Cancer (Exons 10, 11, 13, 14, 15 Gene RET))

HapyweHus o6meHa Belwects

HacnescTBeHHan npeapacnonoXeHHOCTb K caxapHOMy AnabeTy 1-ro Tuna no Tpem NoKycam reHos cuctembl HLA |1

3.2.26.6.1 knacca (renbl DRB1, DQA1, DQB1) (Hereditary Predisposition to Diabetes Type 1 (Insulin-Dependent Diabetes), HLA Kposb Ao 17 6 600 20% 1100
Class Il (Genes DRB1, DQA1, DQB1))

3.2.26.6.2 HacnencrBeHHan npeApacnonoKeHHOCTb K LieIMakinm no okycam reHos cuctemsl HLA Il knacca (DQA1L, DQB1) Kposb no 17 6 600 20% 1100

3.2.26.6.3 CuHapom HKunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene UGT1A1)) Kposb A0 9 2990 20% 498

3.2.26.6.4 OcTeonopos: nonHas naHenb (reHbl CALCR, COL1A1, VDR) (Osteoporosis: Full Panel (Genes CALCR, COL1A1, VDR)) Kposb £o 19 4400 20% 733

3.2.26.655 OcTeonopoaf nonxasn navensb (resbl CALCR, COL1A1, VDR).(6e3 onwcar-.wm_ pesynbTaToB BPaiOM-reHeTUKOM) Kposb 2016 4100 20% 683
(Osteoporosis: Full Panel (Genes CALCR, COL1A1, VDR) (without Description))

3.2.26.6.6 OcTeonopos: cokpalleHHan naHenb (reHbl CALCR, COL1A1) (Osteoporosis: Abridged Panel (Genes CALCR, COL1A1)) Kposb Ao 19 3700 20% 617

3.2.26.6.7 OcTeonopoaf COKpa‘LLLeHHaﬂ naHensb (reHbl CALCR, COL1A1_) (6e3 OrIMCa.HM.Fl pesynbTaToB BPaiOM-reHeTUKOM) Kposb 2016 3700 20% 617
(Osteoporosis: Abridged Panel (Genes CALCR, COL1A1) (without Description))

3.2.26.6.8 Octeonopos: peuentop ButamuHa D (red VDR) (Osteoporosis, Vitamin D Receptor (VDR) (Gene VDR)) Kposb no 19 1500 20% 250

32.26.6.9 O}c‘reo}nopoz: peuenTop BuTamMuHa D (I'EH.\/DR) (6e3 U!‘IVIFBHMﬂ pesynbTaToB Bpayom-reHeTukom) (Osteoporosis, Kposb 2016 1400 20% 233
Vitamin D Receptor (VDR) (Gene VDR) (without Description))

3.2.26.6.10 06meH ponvesoit kKucnotsl (reHsl MTHFR, MTRR, MTR) (Folic Acid Metabolism (Genes MTHFR, MTRR, MTR)) Kposb no 12 1400 20% 233

32.26.6.11 OémeH d)onm.esom Kucnotbl (reHol MTHFR, MTRR( MTR) (6e3 <l)nv‘1caHma pesynbTaToB Bpayom-reHeTukom) (Folic Kposb 209 1300 20% 217
Acid Metabolism (Genes MTHFR, MTRR, MTR) (without Description))

3.2.26.6.12 JlakTasHas HegocTaTo4HOCTb (reH MCM6) (Adult Lactase Deficiency (Gene MCM6) Kposb Ao 19 430 20% 72

3.2.26.6.13 HacneacrseHHbI remoxpomaros, | tun (ren HFE) (Hemochromatosis Type 1 (Gene HFE)) Kposb 1o 18| 820 20% 137

3.2.26.6.14 [Anaber MODY2, reH GCK, m. Kposb| A0 14 21000 20% 3500

3.2.26.6.15 [vnaber MODY3,reH HNK-1, m.. Kposb Ao 14 21000 20% 3500
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WHrubutopsl AM®, dbnysactatuH, 6nokatopsl peuyentopos ATII. MporHo3uposaHue HedponpoTeKTUBHOTO AdhdperTa
MHrMbuTopos AMN® npu HeamnabeTnueckmnx 3abonesaHnsax. leHeTUYECKMEe MapKepbl 3GEKTUBHOCTM aTeHoN0Na NPK
apTepuanbHOIl TMNepPTeH3NUN C rMnepTpodUeit NeBOTO XeyA04Ka AW Tepanuu ¢yBacTaTUHOM NPU ULIEMUAYECKON
322671 6onesHu cep,a:ujel. Onpep.enemfe HanMuua NoMMopdU3MoB reHa ?HI’MUTEHSMH-I‘IF&Ban.LaKJLI.LEI’O ¢eprv1§HTa freH Kposb 2019 3000 20% 500
ACE) (ACE Inhibitors, Fluvastatin, ATII Receptor Blockers. Forecasting Renoprotective Effect of ACE Inhibitors in Un-
Diabetic Diseases. Genetic Markers of Effectiveness of Atenolol in Hypertension with Left Ventricular Hypertrophy
or Fluvastatin Therapy in Ischemic Heart Disease. Detection of Polymorphisms of Gene of Angiotensin-Converting
Enzyme (Gene ACE))
JNosapran/upbecapTaH. MeHeTMYeCKNIn MapKep pUCcKa HapylleHuit MeTaboM3ma 610KaTOPOB peLenTopos
aHruoTeHsuHa ll: nosapTaHa u upbecaptaHa no TNy 0cNabaeHNUA U YCUAEHUA UX TUNOTEH3UBHOTO JeiCTBUA,
3.2.26.7.2 CODTBeTCTBE.HHO. Onpep.e/feuvfe HanWuma NoAMMopGU3MOB reHa uv{Toxpu}wa CYP2C9 (Losartan/Irbesartan. Genetic Kposb n018 3300 20% 550
Marker of Risk of Metabolic Disorders Blockers of Receptors of Angiotensin Il, Losartan and Irbesartan Type of
Weakening and Strengthening their Hypotensive Action, Respectively. Detection of Polymorphisms of Cytochrome
CYP2C9)
MeToTpeKcar. _eHeTUYeckie mapKepbl NOBbILIEHHOTO PUCKa Pa3BUTMA NOBOYHbIX peakLuii npu npueme
MeTOTpeKcaTa Ha pOHe NeyeHns PeBMaToMAHOro apTpuTa. MeToTpeKcaT: HapylleHue metabonnsma ¢ponnesoit
32.26.7.3 KUCAOTbI. Onpe,qeneHmev Hanuimna nonmmop¢u3m9a reHoB GepMeHTOB peaKLuit ¢onaTHor? uwn.a Kposb 2012 4900 20% 817
(Methotrexatum. Genetic Markers of Increased Risk of Development of Adverse Reactions in Taking Methotrexate
for Treatment of Rheumatoid Arthritis. Methotrexate Disrupts Metabolism of Folic Acid. Determining Presence of
Polymorphisms of Genes of Enzymes of Folate Cycle Reactions, Genes MTHFR, MTRR, MTR)
HectepoungaHbie NpoTMBOBOCMANNTENbHbIE NPenapaThl. FeHETUYECKNIA MapKep NOBbILLEHHOTO PUCKa Pa3BUTUA
no6oYHbIX peaKLmit B Gopme KenyaouHbIX KpoBoTeYeHuit npu npueme HIMBM (M6ynpodeH, TeHoKcMKam,
HamMPOKCEH, HO He ANKNOGEHAK) MO TUMY BOSHUKHOBEHWA XKe/yA04HbIX KPOBOTEYEHMUIA, CBA3AHHbIX C HapyLLeHUeM
3.2.26.7.4 nx meTabonusma. OnpeseneHune Hannuna NoAMMopdramos reHa uutoxpoma CYP2C9 (Nonsteroidal Anti- Kposb Ao 18] 3300 20% 550
Inflammatory Drugs. Genetic Marker of Increased Risk of Adverse Reactions in Form of Intestinal Bleeding in Taking
NSAID (Ibuprofen, Tenoxicam, Naproxen, not Diclofenac) by Type of Gastro Bleeding Associated with Violation of
their Metabolism. Detection of Polymorphisms of Cytochrome CYP2C9)
CynbGoHUNMOUEBMHA U ee NPOU3BOAHbBIE: _X10pNPONamMua, Tonasammua, rnbeHknamma u Tonbytamus,.
TeHeTMYeCKNit MapKep PUCKa Pa3BUTUA HEXeNaTeNbHbIX 1EKAPCTBEHHBIX PeaKLuii Mo TUMY TMNOTAUKEMUN NPU
npueme NepopanbHbIX CaxapoCHUKaIOLINX CPEACTB, CBA3aHHbIX C HapylueHnem ux metabonusma. Onpeseneque
3.2.26.7.5 Hanuuma nonumopdusmos reHa uutoxpoma CYP2C9 (Sulfonylurea and Derivatives: Chlorpropamide, Tolazamide, Kposb Ao 18] 3300 20% 550
Glibenclamide and Tolbutamide. Genetic Marker of Risk of Adverse Drug Reactions by Type of Hypoglycemia in
Taking Oral Hypoglycemic Agents, Associated with Violation of Metabolism. Detection of Polymorphisms of
Cytochrome CYP2C9)
3.2.26.7.6 Beta-agpeHobnokatopsl. FeH CYP2D6. dapmakoreHeTuka (beta-Adrenergic Blockers. Gene CYP2D6) Kposb Ao 19 9990 20% 1665
3.2.26.7.7 LinToxpom CYP2D6 (reH CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6)) Kposb Ao 19 9990 20% 1665
3.2.26.7.8 Lintoxpom CYP2C9: noanmopdusmsl 430 C/T (CYP2C9*2) n 1075 A/C (CYP2C9*3) Kposb A0 18] 3300 20% 550
Mpouue reHeTUYeCKME UCCNeA0BAHNA
32.26.8.1 Onpep,elnenme nona nnoga. BoiasneHue Y-xpomocombl n10aa 8 kKposu matepu (Y-chromosome of the fetus in the Mnasma kposu 209 4900 20% 817
mother's blood)
3.2.26.8.2 MNcopuas, Tunuposanne HLA-Cw6 Kposb A0 18] 3500 20% 583
Onpepenenue 6M010TMYECKOTO POACTBa
CpouHoe ycTaHoB/eHWe 6MON0rMYeCcKoro POACTBa /1A OAHOTO U3 poauTeneit Npu 6eccnopHoOm poAacTee Apyroro (3
3.2.269.1 yen.) (Urgent Establishment of Biological Relationship for One Parent at Indisputable Relationship of Another (3 ByKKanbHbI anuTenuit no 8 43 800 20% 7300
Persons))
M 6 i 6 3yen.
3.2.26.9.2 CTaHOIBHEHME 140/.|orw.+ec|<oro Eoga?a ANA 0AHOTO U3 pop,m_enem npu ecc_nopH.oM poacTee apyroro (3 yen.) ByKKaNbHBIi ST 2010 26900 20% 12483
(Establishment of Biological Relationship for One Parent at Indisputable Relationship of Another (3 Persons))
] 2 .
32.26.9.3 CpouHoe ycrar.«osnewe 6M.onor}4ueCKorr{ pop.<.7raa AN ofiHOro Mva poAauTeneit Npu oTcyTcTBUM Apyroro (2 Yen.) ByKKanbHbIY ST 208 43800 20% 7300
(Urgent Establishment of Biological Relationship for One Parent in Absence of Another (2 Persons))
i 2 .
32.26.9.4 \/craHoaneHme 6IAOIVIOI'W.4€CKOI'0 ;a.oAcrl?a ANA 0AHOTO 13 Pop.wrenem npu oTCyTCTBUM Apyroro (2 yen.) ByKKaNbHBIH ST 2010 22 000 20% 3667
(Establishment of Biological Relationship for One Parent in Absence of Another (2 Persons))
it Additional h ici hil
32.26.9.5 JlonoNHWUTENbHDIN YH4aCTHUK UccneAoBaHuA (pebeHok uam maTe unu otew) (Additional research participant (child or ByKKanbHbIi anUTEANA 2010 7800 20% 1300
mother or father))
Ucc, ana p
3.2.26.10.1 CKPUHWHT HoBOpOKAeHHbIX «MATOYKA» (Newborn Screening "HEEL") KanunnapHas Kposb ao 12 5900 20% 983
3.2.26.10.2 AHanma. CneKTpa opraHn4Yecknx KVI(-ZI]CIT-MD"M-METOAOM rasosoit xpomamr?a(bmm ¢ macc-cnektpometpueii (FX/MC) Moua 2016 11 400 20% 1900
(Analysis of the spectrum of organic urine acids by gas chromatography with mass spectrometry (GC / MS))
3.2.26.103 On[.Je.,D,eﬂe.HM.e.aKTVIBHOC.T{/i 6uoTMHMAA3bI (HegocTaTOuHOCTL 6MOTUHKUAA3LI) (Biotin-Dependent Carboxylases ChIBOPOTKa KpOBU n012 5770 20% 962
Activity (Biotinidase Deficiency))
3.2.26.10.4 BIXX-MC-MC opraHuyeckux KncoT (cykumHunauetoH) (HPLC-MS/MS Organic Acids (Succinylate)) Moua no 12 4850 20% 808
3.2.26.10.5 Yacran myTaums B reHe BTD (HegocraTouHocTb 6uoTvHMaassbl) (BTD (Biotinidase Deficiency) Gene, Freq. Mut.) Kposb no 12 6990 20% 1165
3.2.26.10.6 Yactan MyTa.UMﬂ |.a rerfe GCDH (rnyTaposas auuaypwsa tvn 1) (GCDH (Glutaryl-CoA Dehydrogenase) Gene, Freq. Kposb n0 12 5750 20% 958
Mut. (Glutaric Aciduria, Type 1))
3.2.26.10.7 I'Iolng!M aHanwus reHa GCDH (rnytaposas aumaypus Tun 1) (GCDH (Glutaryl-CoA Dehydrogenase) Gene (Glutaric Kposb 1022 54 500 20% 9083
Aciduria, Type 1))
3.2.26.10.8 Yacraa mytaumsa 8 reHe HADHA (He,q.cm'ra'rquoch ANVHHOLLeNOYe4HON 3-rV|ApchMau,lfn_—KoA-p,erMp,poreHasbl) Kposb £012 5900 20% 983
(HADHA Gene, Freq. Mut. (Long-Chain 3-Hydroxyacyl-Coa Dehydrogenase (LCHAD) Deficiency))
D ] D
3.2.26.10.9 Yacraa myTtauma 8 reHe ACADM .(He,CLDCTE.iTOl‘IHOCTb cpefHeL,enoveyHon uermgporgHasbl SKMPHbIX KMcnoT MCAD) Kposb a0 12 5900 20% 983
(ACADM Gene, Freq. Mut. (Medium-Chain Acyl-CoA Dehydrogenase (MCAD) Deficiency))
3.2.26.10.10 MonHbiit aHanu3 resa OTC (n-{etqoc‘ra'roquocrb OPHUTUHTPaHcKkap6amunasel) (OTC Gene (Ornithine Kposb 1022 52 000 20% 2667
Transcarbamylase (OTC) Deficiency))
3.2.26.10.11 YacTble myTauuu 8 reHe FAH (TuposuHemus tun |) (FAH Gene, Freq. Mut. (Tyrosinemia, Type 1)) Kposb Ao 12 11 000 20% 1833
3.2.26.10.12 MNonHbii aHanm3 reHa FAH (TuposuHemus tvn 1) (FAH Gene (Tyrosinemia, Type 1)) Kposb Ao 22 68 000 20% 11333
3.2.26.10.13 YacTuuHbIi aHanus reHa ASS (untpynnuHemus) (ASS Gene, Freq. Mut. (Citrullinemia)) Kposb Ao 12 11 400 20% 1900
H MOHOreHHble 6.
3226111 OcHoBHble HacneacTBeHHble 3a6onesanusa (reHbl CFTR, GJB2, PAH, SMN) (Main Hereditary Diseases (Genes CFTR, Kposb 2019 26 000 20% 4333
GJB2, PAH, SMN))
3.2.26.11.2 ABuoTpodUA ceTyaTKy, TV-II'I ®paHyeckeTTn (BonesHb LI_.lTaprap,q'ra 1-ro Tuna). MoWCK YacTbiX MyTaLuit B reHe Kposb 2018 15 000 20% 2500
ABCAA4, u. m. (Stargardt Disease 1, STGD1, Fundus Flavimaculatus Included, Gene ABCA4, Freq. Mut.)
3.2.26.11.3 AKpOAEPMATUT 3HTEponaTuyeckuin. Mouck mytaumii 8 reHe SLC39A4, m. (Acrodermatitis Enteropathica, Gene Kposb 2025 44000 20% 7333
SLC39A4, Mut.)
3.2.26.11.4 /l\\Am7t6)MHl43M rNa30KOKHbIN TN 1A. Mouck MyTauwii 8 reHe TYR, m. (Albinism Oculocutaneous Type IA, Gene TYR, Kposb 2025 27500 20% 4583
ut.
3226115 /l\\/lHetN)\Mﬂ [animoHpa-bnekdeHa. Mouck myTaumii 8 ree RPS19, m. (Diamond-Blackfan Anemia 1, DBA1, Gene RPS19, Kposb 2025 27500 20% 4583
ut.
3.2.26.11.6 ApTporpunos /‘:wc'.raanhm (cuHapom Gpumena-LLenaoHa). Momck YacTbix myTauumit 8 reHe MYH3, u. m. Kposb 2025 12 500 20% 2083
(Arthrogryposis Distal Type 2A, Gene MYH3, Freq. Mut.)
3.2.26.11.7 Atakcus Gpuapeiixa. NMounck mytaumii 8 reHe FXN, m. (Friedrich Ataxia, Gene FXN, Mut.) Kposb A0 25 27 500 20% 4583
3.2.26.11.8 Atakcus Gpuapeiixa. NMouck yacTbix MyTaumii B reHe FXN, u. m. (Friedrich Ataxia, Gene FXN, Freq. Mut.) Kposb A0 18! 6400 20% 1067
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3.2.26.11.9 ATtenocreoreHes ‘(,u.mcnnasm Ae na Wanens). Mouck myTaumii 8 reHe SLC26A2, m. (Atelosteogenesis Il, De la Kposb 2025 32500 20% 5417
Chapelle Dysplasia, Gene SLC26A2, Mut.)
3.2.26.11.10 ATpod).ma apme‘nbuoro HepBa Jlebepa. rjlomcx HaCTbIX MyTauuin B MuToxoHApuanbHoi [HK, 12 4. m. (Leber Kposb 2025 17 500 20% 2917
Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 12 Freq. Mut.)
3.2.26.11.11 ATpod).ma apme‘nbuoro HepBa Jlebepa. rjlomcx HaCTbIX MyTauuin B MuToxoHapuansbHoi AHK, 3 4. m. (Leber Kposb n018 6400 20% 1067
Hereditary Optic Neuropathy, LHON, Mitochondrial DNA, 3 Freq. Mut.)
ATpoduA 3pUTENLHOrO HepPBa C INYXOTON. MOMCK MyTaLMil B «TOPAYMXY yyacTKax reHa OPAL, «ropay.» yu. m. (Optic
3.2.26.11.12 Atrophy With Or Without Deafness, Ophthalmoplegia, Myopathy, Ataxia And Neuropathy, Gene OPA1, Hot-Point Kposb £o 19 12 400 20% 2067
Mut.)
3.2.26.11.13 AVTOMMMVHT-H:IM l'!MMd)OI'IpOnVId)epaTMBHbIVI cuHapom. Mouck mytaumii B reHe TNFRSF6, m. (Autoimmune Kposb 2025 43000 20% 7167
Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Mut.)
M " o o
32261114 AyTo y I'IMM(?)OI‘IpC dep. TMBHbIlIA CVIH,.CLPOM. Mounck MmyTauuii B «ropavmx» yqacrxa.x reHa TNFRSF6, Kposb 2019 8900 20% 1483
«ropsd.» yu. m. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Hot-Point Mut.)
3.2.26.11.15 ’A\\Ad)ata)mn nepsuyHan nporpeccupytowan. Mouck mytaumii 8 reHe GRN, m. (Aphasia Primary Progressive, Gene GRN, Kposb 2025 32500 20% 5417
ut.
3.2.26.11.16 AxoHaponnasua. Mouck yactbix myTaumii B reHe FGFR3, 4. m. (Achondroplasia, Gene FGFR3, Freq. Mut.) Kposb A0 18! 16 500 20% 2750
3.2.26.11.17 Eone3!»n> Becra. Mownck Bcex M3BECTHbIX MyTaumii B reHe BEST1, m. (Best Vitelliform Macular Dystrophy, All Known Kposs 2022 54 000 20% 9000
Mutations, Gene BEST1, Mut.)
3.2.26.11.18 E/lonte;Hb BunbcoHa-KoHoBsanosa. Mouck yacTbix MyTaumit 8 reHe ATP7B, u. m. (Wilson Disease, Gene ATP7B, Freq. Kposb no18 9200 20% 1533
ut.
3.2.26.11.19 BonesHb I’annepsopu,eua-LLInama. Mowck yacTbix myTauuin 8 reHe PANK2, u. m. (Neurodegeneration With Brain Kposb 2025 8900 20% 1483
Iron Accumulation 1, Gene PANK2, Freq. Mut.)
3.2.26.11.20 BonesHb MepctmaHHa-LUTpeyccnepa-LUeitkepa. Mouck myTaumii 8 reHe PRNP, m. (Gerstmann-Straussler Disease, Kposb 2025 20400 20% 3400
Gene PRNP, Mut.)
3.2.26.11.21 BonesHb KoyaeHa. Mouck mytauuii 8 rede PTEN, m. (Cowden Syndrome 1, Gene PTEN, Mut.) Kposb A0 25 48 300 20% 8050
3.2.26.11.22 BonesHb Kpeittudenbara-Akoba. Mouck myTaumii B reHe PRNP, m. (Creutzfeldt-Jakob Disease, Gene PRNP, Mut.) Kposb Ao 25 20500 20% 3417
3.2.26.11.23 BonesHb Slepmutt-Ayknoc. Mouck myTaumii 8 rese PTEN, m. (Lhermitte-Duclos Syndrome, Gene PTEN, Mut.) Kposb Ao 25 48 300 20% 8050
3.2.26.11.24 BonesHb Hoppw. Mownck myTauumii B reHe NDP, m. (Norrie Disease, Gene NDP, Mut.) Kposb A0 25 15 600 20% 2600
3.2.26.11.25 BonesHb YHoeppuxta-/lyHabopra. Mouck myTaumii B rese CSTB, m. (Progressive Myoclonic Epilepsy 1A Unverricht Kposs 2025 17500 20% 2917
and Lundborg, Gene CSTB, Mut.)
3.2.26.11.26 EOHEBH.b YHdeppuxta-/lyHabopra. Mouck YacTbix myTauuit 8 reHe CSTB, u. m. (Progressive Myoclonic Epilepsy 1A Kposb n018 6400 20% 1067
Unverricht and Lundborg, Gene CSTB, Freq. Mut.)
3.2.26.11.27 EOm.EBHb LWraprapara. Mouck yactbix myTauuii 8 reHe ABCA4, u. m. (Stargardt Disease 1, STGD1, Fundus Kposb n018 16 500 20% 2750
Flavimaculatus Included, Gene ABCA4, Freq. Mut.)
3.2.26.11.28 Bpaxugaktuava un B1. Mouck mytaumin 8 reHe ROR2, m. (Brachydactyly Type B1, Gene ROR2, Mut.) Kposb A0 25 17 900 20% 2983
3.2.26.11.29 Bpompv.e.HvHaa HeHy.ECTl!.MTEnb}-{OCrb.K 6021 ¢ aHrnaposom. Momuck mytaumii B reHe NTRK1, m. (Congenital Kposs 2034 63900 20% 10650
Insensitivity To Pain With Anhidrosis, CIPA, Gene NTRK1, Mut.)
3.2.26.11.30 I'Mente)od)waweckaa Aucnnasua. Mouck mytauwii 8 reHe ADAMTSL2, m. (Geleophysic Dysplasia 1, Gene ADAMTSL2, Kposb 2025 96 000 20% 16000
ut.
3.2.26.11.31 Femodunus. Mounck myTauuii 8 reHe paktopa IX npu remodpunauu B, m. (Hemophilia B, Gene Factor IX, Mut.) Kposb Ao 25 25200 20% 4200
3.2.26.11.32 vnep-lgD CMVHApOM. Mouck MyTaumii B «ropaumnx» yyactkax reHa MVK, «ropau.» yu. m. (Hyper-IgD Syndrome, Gene Kposs 2025 8400 20% 1400
MVK, Hot-Point Mut.)
3.2.26.11.33 mnep-IgD cuHapom. Mounck MyTauuii B reHe CD40LG, m. (Hyper-IgD Syndrome, Gene CD40LG, Mut.) Kposb A0 25 35900 20% 5983
3.2.26.11.34 vnep-IgM cuHapom. NMounck myTtaumii 8 reHe CD40LG, m. (Hyper-I|gM Syndrome, Gene CD40LG, Mut.) Kposb A0 25 18 200 20% 3033
3.2.26.11.35 I'aneplfanwemwfeckww nepuoauyeckuii napanuy. Mouck mytaumin B ak3oHax 13 u 24 reHa SCN4A, m. (Hyperkalemic Kposs 2025 15700 20% 2617
Periodic Paralysis Type 2, Exons 13, 24 Gene SCN4A, Mut.)
3.2.26.11.36 FmnepTtpoduueckan kapanomuonatua. Mouck MyTauuii B rede TNNT2, m. (Familial Hypertrophic Cardiomyopathy, Kposb 034 43100 20% 7183
Gene TNNT2, Mut.)
3.2.26.11.37 I'Mnokanwew.mqec#m/f nepwo,qlfiqeckww napanuy. Monck myTauui B ak3oHax 12, 18 n 19 rena SCN4A, m. Kposs 2025 13200 20% 2200
(Hypokalemic Periodic Paralysis Type 1, Exons 12, 18, 19 Gene SCN4A, Mut.)
3.2.26.11.38 rmnodocdaremmyeckuii BI/IT.aMI/viH Dipe3MCTe.HTHbIM Paxm (noyeuHbIit pocdaTHbIi AnabeT). Monck MyTauuii B reHe Kposb n032 78 900 20% 13150
PHEX, m. (Hypophosphatemic Vitamin D-Resistant Rickets, Gene PHEX, Mut. )
3.2.26.11.39 MnoxoHaponnasus. Mouck YacTbix myTaumi 8 reHe FGFR3, 4. m. (Hypochondroplasia, Gene FGFR3, Freq. Mut.) Kposb Ao 18] 10 800 20% 1800
3.2.26.11.40 [naykoma BpoxaeHHas. Monck MyTauuii B reHe CYP1B1, m. (Primary Congenital Glaucoma 3A, PCG 3A, Gene Kposb 2025 15 800 20% 2633
CYP1B1, Mut.)
3.2.26.11.41 [naykoma toBeHUbHasA OTKPLITOYronbHas (cuHapom Purepa). Mouck mytauuit 8 reHe CYP1B1, m. (Primary Open Kposb 2025 15 800 20% 2633
Angle Glaucoma 1A, POAG 1A, Gene CYP1B1, Mut.)
3.2.26.11.42 [nomepyouuTO3 nNoyek runonaacTuyeckoro Tuna. Mouck mytauuin 8 reie HNF1B, m. (Renal Cysts And Diabetes Kposb 2025 32300 20% 5383
Syndrome, Gene HNF1B, Mut.)
3.2.26.11.43 D.ed?vTuMT KapHUTUHa C%/t?TeMHb!M. nepEMqumll‘lovTcx MmyTaumii 8 reHe SLC22A5, m. (Systemic Primary Carnitine Kposb 2025 35800 20% 5967
Deficiency, SPCD, Carnitine Deficiency Systemic Primary, CDSP, Gene SLC22A5, Mut.)
3.2.26.11.44 [wnactpoduyeckan aucnnasus. Mouck mytauuin 8 reHe SLC26A2, m. (Diastrophic Dysplasia, Gene SLC26A2, Mut.) Kposb Ao 25 21600 20% 3600
3.2.26.11.45 [uctanbHaa MoTopHaA HeliponaTtna TMn V. Mouck MyTauuii 8 reHe BSCL2, m. (Distal Hereditary Motor Neuropathy, Kposb 2025 25200 20% 2200
DHMN, Gene BSCL2, Mut.)
3.2.26.11.46 Amcréanaﬂ.chHaanan amM1oTpodusA BPOXKAEHHAA C Napanuyom auadparmel. Mouck Mytauuii B reHe IGHMBP2, Kposb £032 53800 20% 8967
M. (Distal Spinal Muscular Atrophy 1, DSMA1, Gene IGHMBP2, Mut.)
[AncTanbHas cnuHanbHaa aMMoTPOdUA BPOX/AEHHaA Henporpeccupyowwas. MoUCK MyTaLuii B «rOpAYMX» yyacTKax
3.2.26.11.47 resa TRPV4, «ropsay.» yu. m. (Distal Spinal Muscular Atrophy Congenital Non-Progressive, Gene TRPV4, Hot-Point Kposb Ao 25 13 500 20% 2250
Mut.)
3.2.26.11.48 WxT1o3 BynnesHbiit. Mouck myTaumii B rese KRT2, m. (Ichthyosis Bullosa Of Siemens, Gene KRT2, Mut.) Kposb 40 25 25 200 20% 4200
3.2.26.11.49 WxXT103 BynbrapHbiii. MOUCK YacTbix MyTaumii B reHe FLG, 4. m (Ichthyosis Vulgaris, Gene FLG, Freq. Mut.) Kposb Ao 25 9500 20% 1583
3.2.26.11.50 WxTtnos rllamennapubm. Mowck Bcex .MSBECTHbIX myTaumit B reHe TGM1, m. (Autosomal Recessive Congenital Kposb 2025 35900 20% 5983
Ichthyosis, ARCI 1, All Known Mutations, Gene TGM1, Mut.)
3.2.26.11.51 KocTHas reteponnasus nporpeccupyiowas. Mouck mytauuii 8 reie GNAS, m. (Progressive Osseous Heteroplasia, Kposb 2025 32300 20% 5383
POH, Gene GNAS, Mut.)
3.2.26.11.52 KpaHlttoMeTad)MSapHaﬂ AMCI‘I{IB3M$I. Mouck MyTaUMM. B «ropaumnx» ydactkax reHa ANKH, «ropad.» y4. m. Kposs 2025 9500 20% 1583
(Craniometaphyseal Dysplasia, Gene ANKH, Hot-Point Mut.)
3.2.26.11.53 KMpatH)MomeTad)maapHaﬂ Avcnnasua. Mouck myTaumii reHa ANKH, m. (Craniometaphyseal Dysplasia, Gene ANKH, Kposb n032 43100 20% 7183
ut.
3.2.26.11.54 KpaHuocuHocTos. Mounck mytauuit B reHe TWIST1, m. (Craniosynostosis Type 2, Gene TWIST1, Mut.) Kposb A0 25 13 400 20% 2233
3.2.26.11.55 KpaHuocmHocTos. Mouck mytauumii B reHe MSX2, m. (Craniosynostosis Type 2, Gene MSX2, Mut.) Kposb A0 25 10 100 20% 1683
3.2.26.11.56 Jiumdpegema. Mouck myTaumii 8 reHe FLT4, m. (Lymphedema, Gene FLT4, Mut.) Kposb A0 34 93 200 20% 15533
3.2.26.11.57 J'Iwnf),qw.c'rpod)m cemeiHan YactuyHasn. Mouck My‘rau_,ww B «ropsYmnx ydactkax» reHa LMNA, «ropsay.» yu. m. (Familial Kposb 2025 11 950 20% 1992
Partial Lipodystrophy 2, FPLD 2, Gene LMNA, Hot-Point Mut.)
3.2.26.11.58 Jlunogmctpodus cemeiiHan yactuuHas. Mouck myTaumii reHa LMNA, m. (Familial Partial Lipodystrophy 2, Gene Kposb 2025 35900 20% 5983
LMNA, Mut.)
3.2.26.11.59 MaH,qv»tﬁynoaKpaanaﬂ Hmcnnaavm c nunoguctpodueit. Monck myTauuii B 3k3oHax 8, 9 reHa LMNA, m. Kposb 2025 7000 20% 1167
(Mandibuloacral Dysplasia, Exons 8, 9 Gene LMNA, Mut.)
3.2.26.11.60 MesanoHoBas auuaypvs. NMouck myTaumii 8 reve MVK, m. (Mevalonic Aciduria, Gene MVK, Mut.) Kposb A0 25 35900 20% 5983
3.2.26.11.61 Metremorno6uremus, CYB5R3 m. (Methemoglobinemia, Gene CYB5R3, Mut.) Kposb 10 25 28 700 20% 4783
3.2.26.11.62 MetremornobuHemus, CYB5R3 u.m. (Methemoglobinemia, Gene CYB5R3, Freq. Mut.) Kposb A0 18! 5650 20% 942
3.2.26.11.63 MeTtunrnytakoHoBas aunaypus. NMouck mytaumii B reHe OPA3, m. (3-Methylglutaconic Aciduria Type IlI, Gene Kposb 2025 9900 20% 1650

OPA3, Mut.)
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3.2.26.11.64 MuKpodTanbm U301MpoBaHHbIN. Mouck MmyTaumii B reHe GDF6, m. (Microphthalmia Isolated 4, Gene GDF6, Mut.) Kposb Ao 25 13 400 20% 2233
3.2.26.11.65 mM:F;OleaﬂbM C KaTapakToit. Mouck mytauuit 8 reHe CRYBA4, m. (Microphthalmia with Cataract, Gene CRYBA4, Kposb 2025 21 600 20% 3600
ut.
3.2.26.11.66 MwoKNOHWYecKan AncToHMA. Mouck myTaumit B reHe SGCE, m. (Myoclonic Dystonia, Gene SGCE, Mut.) Kposb A0 32 43 000 20% 7167
3.2.26.11.67 MuoToHuueckas auctpodus. Momck YacTbix MyTaumii 8 reHe DMPK, 4. m. (Myotonic Dystrophy 1, Gene DMPK, Kposb 2018 4300 20% 717
Freq. Mut.)
3.2.26.11.68 MuoToHus TomceHa-Bbekkepa. Mounck YacTbix myTaumii B reHe CLCN1, 4. m. (Myotonia Congenita, Gene CLCN1, Kposb 2020 10000 20% 1667
Freq. Mut.)
3.2.26.11.69 MykoBucLMA03. MOUCK YacTbix MyTaumii B reHe CFTR, u. m. (Cystic Fibrosis, Gene CFTR, Freq. Mut.) Kposb A0 19 14 200 20% 2367
3.2.26.11.70 MblweyHas Auctpodus BpoxaeHHasn. Mouck mytaumii 8 reHe FKRP, m. (Muscular Dystrophy-Dystroglycanopathy, Kposb 2025 13 400 20% 2233
Gene FKRP, Mut.)
3.2.26.11.71 MblweyHas AucTpodus BpoxaeHHaA. MoUCK YacTbix myTauumit 8 reHe FKRP, 4. m. (Muscular Dystrophy- Kposb 2025 7000 20% 1167
Dystroglycanopathy, Gene FKRP, Freq. Mut.)
3.2.26.11.72 MbiweyHas guctpodus [ioweHHa/Bekkepa. Mouck geneunii n gynavkaumii B reHe guctpoduHa Kposb A0 25 19 800 20% 3300
5 i 8
3.2.26.11.73 MblweyHan AMCTpf‘Jd)lffﬂ ,CLK';. pa. Naitol umna X-xpomocombl y Aesouek (Duchenne Muscular Kposb n018 8000 20% 1333
Dystrophy, X-Lyonization, Girls)
3.2.26.11.74 MblweyHas AUCTPodUA NOACHOKOHEYHOCTHaA. MoncK YacTbix myTaumii B reHax CAPN3, FKRP, ANOS, SGCA Kposb A0 20| 12 600 20% 2100
3.2.26.11.75 MblweyHas AUCTpodUA NOACHOKOHEUHOCTHaA. Mouck myTaumii B reHe FKRP, m. (Muscular Dystrophy Limb-Girdle Kposb 2025 13 400 20% 2233
Type 2A, Gene FKRP, Mut.)
32.26.11.76 MblweyHas AUCTpodUA NOACHOKOHEUHOCTHaA. [Monck MmyTaumii B reHe SGCA, m. (Muscular Dystrophy Limb-Girdle Kposb 2025 21500 20% 3583
Type 2A, Gene SGCA, Mut.)
32.26.11.77 MblweyHas AUCTPodUA NOACHOKOHEUHOCTHaA. [Mouck MmyTaumii B reHe SGCB, m. (Muscular Dystrophy Limb-Girdle Kposb 2025 21500 20% 3583
Type 2A, Gene SGCB, Mut.)
32.26.11.78 MblweyHas guctpodus, Tun Gykyama. Momck mytauuii 8 reHe FKTN, m. (Muscular Dystrophy Fukuyama-Type, Gene Kposb n034 43100 20% 7183
FKTN, Mut.)
3.2.26.11.79 MblweyHas guctpodus Imepu-Apeiidyca. Monuck mytaumii B rere FHL1, m. (Emery-Dreifuss Muscular Dystrophy, Kposb 2025 29900 20% 4983
Gene FHL1, Mut.)
3.2.26.11.80 MblweyHas guctpodusa Imepu-Apeiidpyca. Monck mytaumii B reHe LMNA, m. (Emery-Dreifuss Muscular Dystrophy, Kposb 2025 35900 20% 5083
Gene LMNA, Mut.)
3.2.26.11.81 MbI.LLIeHHaﬂ Anctpodua 3Mepw-,ﬂpew¢yca. Mouck I.V\yTaLLMM B reHe amepwuHa npwu X-cuenneHHoi popme, m. (Emery- Kposb 2025 13 500 20% 2250
Dreifuss Muscular Dystrophy, X-Linked Gene Emerine, Mut.)
3.2.26.11.82 Hannam MULIBRAY. NMownck myTaumii 8 reHe TRIM37, m. (Muscle-Liver-Brain-Eye, Gene TRIM37, Mut.) Kposb A0 25 10 100 20% 1683
3.2.26.11.83 HapyweHua aetepmuHaumum nona. Mowuck mytaumii reHa SRY, m. (Disorders Sex Determination, Gene SRY, Mut.) Kposb Ao 25 7090 20% 1182
3.2.26.11.84 ’I;{/Iapty)meHMn AeTepmMuHauum nona. AHanus Hanuuua reHa SRY, m. (Disorders Sex Determination, Analysis Gene SRY, Kposb n018 5700 20% 950
ut.
3.2.26.11.85 HacnepcrserHas MOTOFHO-CQHCOFHER HeitponaTus (6onesHb Lapko-Mapu-TyTa) Tvn |. Mouck myTauwii B reHe Kposb 2025 15700 20% 2617
EGR2, m. (Charcot-Marie-Tooth Disease Type 1B, Gene EGR2, Mut.)
3.2.26.11.86 HacnepcrserHas MOTOIPHO-CQHCOIPHER HeitponaTus (6onesHb Lapko-Mapu-TyTa) Tvn |. Mouck MyTaumii B reHe Kposb 2025 10 000 20% 1667
GJB1, m. (Charcot-Marie-Tooth Disease Type 1B, Gene GJB1, Mut.)
HacnepnctBeHHas MOTOPHO-CEHCOPHaA HeliponaTua (6onesHb Lapko-Mapu-TyTa) Tun |. MOUCK YacTbIx MyTaLuii B
3.2.26.11.87 K 1 10 000 20% 1667
reHax SH3TC2, FIG4, FGD4 u GDAP1, u. m. (Charcot-Marie-Tooth Disease Type 1B, Gene GDAP1, Freq. Mut.) POBe) Ao 18 ’
3.2.26.11.88 HaCﬂEACTBeHHaﬂ.MOTOpHO*FEHCOPHaR HeliponaTua (6onesHb LLlapko-Mapu-TyTa) Tvn |. Mouck myTauuii 8 rere PO, Kposb 2025 15700 20% 2617
M. (Charcot-Marie-Tooth Disease Type 1B, Gene PO, Mut.)
3.2.26.11.89 HacneactseHHas Moropﬂo—CEHcopﬂan HeliponaTua (6onesHb Llapko-Mapu-TyTa) Tun |. Mouck myTaumii B reHe Kposb 2025 15700 20% 2617
PMP22, m. (Charcot-Marie-Tooth Disease Type 1B, Gene PMP22, Mut.)
HacnepnctBeHHas MOTOPHO-CEHCOPHaA HeliponaTua (6onesHb Llapko-Mapu-TyTa) Tun |. Mouck myTaumii
3.2.26.11.90 LbIraHCKOro npoucxoxaerus B reHax NDRG1 u SH3TC2, u. m. (Charcot-Marie-Tooth Disease Type 1B, Genes Kposb Ao 18] 5800 20% 967
NDRG1, SH3TC2, Mut.)
3.2.26.11.91 HacnepcrserHas MOTOp.HO-CQHCOP-HaR HeitponaTus (6onesHb LWapko-Mapu-Tyta) Tvn II. Monck myTauuii 8 reHe Kposb 2025 21600 20% 3600
GDAP, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene GDAP, Mut.)
3.2.26.11.92 HacnepcrserHas MompHo-ceHc_opHan Hevrponamﬂ (6onesHb Lapko-Mapu-TyTa) Tvn II. MoMCK YacTbix MyTauuii B Kposb 2018 5800 20% 967
reHe MFN2, 4. m. (Charcot-Marie-Tooth Disease Type 2A1, Gene MFN2, Freq. Mut.)
3.2.26.11.93 HacnepcrserHas MOTOPHO-CQHCOFHER HeitponaTus (6onesHb LWapko-Mapu-Tyta) Tvn II. Monck myTauuii 8 reHe Kposb 2025 21600 20% 3600
NEFL, m. (Charcot-Marie-Tooth Disease Type 2A1, Gene NEFL, Mut.)
3.2.26.11.94 Hacne,u',chEHHaﬂ Hempona.wm c nf)tqsep»(e»—u—locmo n?panmy oT caaBneHua. Mouck mytauuit 8 reHe PMP22, m. Kposb 2025 17 500 20% 2917
(Hereditary Neuropathy with Liability to Pressure Palsies, HNPP, Gene PMP22, Mut.)
3.2.26.11.95 Heiponatus c napanuyamm ot caasnexus, PMP22, neneunu v gynavkauuu (Charcot-Marie-Tooth disease type 1A Kposs 2018 13900 20% 2317
(CMT1A))
3.2.26.11.96 HacnencTBeHHbIN aHrMOHEBPOTUYECKMiA oTeK. Mouck myTauwmii B reHe CINH, m. (Hereditary Angioedema Type |, Kposb 1025 25200 20% 4200
Gene C1NH, Mut.)
3.2.26.11.97 HesapaueHue pogHuukos. Mouck myTaumii B rese ALX4, m. (Parietal Foramina, PFM, Gene ALX4, Mut.) Kposb 40 25 15 700 20% 2617
3.2.26.11.98 HelipoceHcopHaa HecMHAPOMa/bHaA TYrOyXoCTb, MOMCK YaCTbIX MyTaLuii B reHe GJB2 1 KpynHbIX Aeneunii 8 Kposb 2018 6150 20% 1025
nokyce DFNB1
3.2.26.11.99 HelipoceHcopHana HeCUHAPOMA/bHAA TYTOyXOCTb, NONHbINA aHanus reHa GJB2 Kposb A0 25 10 200 20% 1700
3.2.26.11.100 Hemtponenus. Mouck myTaumii 8 reHe ELA2, m. (Neutropenia Severe Congenital 1 Autosomal Dominant, SCN1, Kposb 2025 18 200 20% 3033
Gene ELA2, Mut.)
3.2.26.11.101 HedpoHodTu3. Momnck mytaumin 8 reHe NPHP1, m. (Nephronophthisis 1, NPHP1, Gene NPHP1, Mut.) Kposb 40 18] 15 400 20% 2567
3.2.26.11.102 HMed:l;OTMHeCKMM cuHApoM. Mouck myTauwit B reHe NPHS1, m. (Nephrotic Syndrome Type 1, NPHS1, Gene NPHS1, Kposb £032 69 000 20% 11500
ut.
3.2.26.11.103 HMed:l;OTMHeCKMM cuHApoMm. Mounck myTauwii B reHe NPHS2, m. (Nephrotic Syndrome Type 1, NPHS1, Gene NPHS2, Kposb 2025 28900 20% 2817
ut.
3.2.26.11.104 HoFM?KanmeMMlHeCKMM nepuoaunyeckuii napanuy. NMouck mytaumii B aksoHe 13 reHa SCN4A, m. (Normokalemic Kposb 2025 7100 20% 1183
Periodic Paralysis, Exon 13 Gene SCN4A, Mut.)
3.2.26.11.105 OkynodapuHreanbHas mMbllevHas aucTpodusa. Momnck yacTbix MyTaumii B reHe RABPN1, u. m. (Oculopharyngeal Kposb 2018 4400 20% 733
Mouscular Dystrophy, OPMD, Gene RABPN1, Freq. Mut.)
3.2.26.11.106 Oc‘reonerpoalpeueccmsHblm (Mpa'.\/lOpHaﬂ 6onesHb KocTel). MouncK YacTbix MyTaumii B reHe TCIRG1, 4. m. Kposb n018 5800 20% 967
(Osteopetrosis Autosomal Recessive 1, OPTB1, Gene TCIRG1, Freq. Mut.)
NEKAPCTBEHHbI MOHUTOPUHI
3.2.18.0.1 PeHobapbuTan (/llomunan) (Phenobarbitalum) CbIBOPOTKA KPOBM 1 2900 20% 483
3.2.18.0.2 DPenuTonH (OndernH, AunanTtux) (Phenytoin) CbIBOPOTKa KPOBU 1 1700 20% 283
3.2.18.0.3 Banbnpoesas kucnota (LenakuH, Kousynekc) (Acidum Valproicum, Depakin, Convulexs) CbIBOPOTKA KpOBU 1 880 20% 147
3.2.18.0.4 Kap6amasenuH (PunnencuH, Terpeton) (Carbamazepine, Tegretol) CbIBOPOTKa KPOBU 1 2900 20% 483
3.2.18.0.5 LinknocnopuH (Cyclosporine, Cyclosporine A, Sandimmune) Kposb 10 4] 990 20% 165
3.2.18.0.6 Takponumyc (Aasarpad, Mporpad, Mpotonuk, Takpocen) (FK506, Advagraf, Prograf, Protopic, Tacrosel) Kposb 0o 4 1600 20% 267
3.2.18.0.7 TepudnyHomua, nepnyHomug (metabonut) (Teriflunomide, Leflunomide metabolite) CbIBOPOTKa KPOBU A0 5 3700 20% 617
3.2.18.0.8 JlamoTpuaskmH (Lamotrigine) CbIBOPOTKa KPOBU 00 4 4500 20% 750
3.2.18.09 JleseTupaueTam (Levetiracetam, Keppra®) CbIBOPOTKa KPOBU Ao 4 4500 20% 750
3.2.18.0.10 MwToTaH, nnasma kposw (Mitotane, o, p’-DDD, plasma) Mnasma Kposu 10 4] 3800 20% 633
3.2.18.0.11 Jseponumyc (Everolimus) Kposb A0 5 3300 20% 550
WUCCNEAOBAHUA HAPKOTUHECKMX U NCUXOAKTUBHBIX COEAUHEHWUI
HapKOTUKM 1 NCUXOTPOMHbIE BELLECTBA — CKPUHUHT (KOMMIEKCHbIN aHasM3 MO4M Ha onuaTbl, ambeTammH,
3.2.19.11 meTamdeTammnH, KOKauH, KaHHabuHouabl 1 ux metabonuTbl) (Drugs and Psychotropic Substances Screening: Movua A0 6! 3150 20% 525
Opiates, Amphetamines, Methamphetamine, Cocaine, Cannabinoids, Cannabinoid Metabolites, Urine)
3.2.19.1.2 KanHabuHoungbl (mapuxyaHa) B moue (Cannabinoids (Marijuana), Urine) Moua A0 5 1150 20% 192
3.2.19.1.3 Onuartbl (MopduH/repouH) B mouye (Opiates (Morphine/Heroin), Urine) Moua 405 1150 20% 192
3.2.19.1.4 Bap6utypatbl B moue (Barbiturates, Urine) Moua A0 5 1150 20% 192
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3.2.19.15 taHon (ankoronb) B moue (Ethanol (Alcohol) Urine) Moua A0 4 1800 20% 300
«Bpe/Hble NPMBbLIYKM» (AHANN3 MOYM HA HUKOTUH, NCUXOTPOMHbIE M HAPKOTUYECKME BELLLECTBA, MCUXOAKTUBHbIE
3219.1.6 NeKapcTBeHHble npenapatbl (HMKOT.I/{H,' ncmxo.Tponfiblg M HapKoTUYeckne B.eu.l.ec‘naa, I'ICVI)(OaKTMBHbI? Moua 205 4450 20% 742
NnekapcTBeHHble npenapatbl) (Pernicious Habits: Nicotine, Drugs, Psychostimulants and Psychotropic Substances,
Urine)
Wi p TOB
AHa/IM3 XMMUYECKOTO COCTaBa MOYEBbIX (MOYEUHbIX) KAMHE! METOAOM PEHTTEHOCTPYKTYPHOTO aHanu3a
3.2.20.0.1 . X 3 . ( . ) AOM P R Py ‘yp . MoueyHbIit KameHb po 10 4800 20% 800
(Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry, X-ray diffraction analysis)
3.2.20.02 AHanus x»mIMmqecxoro ?ocraaa‘ MO"Ie.BbIX (I'IO‘-ie"lel).() KaMHeit MeTo0M MHGPAKPACHOM CNeKTPOMETPUM NoueHbII KaMeHb nod 1400 20% 233
(Compositional Analysis of Urine (Kidney) Stones, infrared spectrometry)
3.2.20.0.3 WccneposaHue )enuHblx kamHei (Gallstones diagnosis) YenuHblii KameHb A0 10! 3800 20% 633
MPOrPAMMbI KOMMJIEKCHOTO UCCNEAOBAHUA
Mporpammsl gna
322721 I‘Iplzrpamma CKPUHMHTa paKa WelKn MaTKu — onpegeneHve ,CLI-!K BMNY v uuTonornyeckoe uccneaosaHue cockoba Cockob £05 1500 20% 250
WeWK1 MaTKW U LIepBUKaNbHOTO KaHaia METOAOM XWUAKOCTHOMN Lutonorun™*
KanunnapHas kposb; Kposb; Moua;
3.2.27.2.2 VIP-06cneposaHve ana kerwmH (VIP-Survey for Women) Ao 4 12 400 20% 2067
Mnasma Kkposw; CbIBOPOTKA KPOBU
322723 eHckuit I'OpM.OHaIIle?II‘/'i npod)vmb:. ANCOYHKUMA RVNHMKOE., .HapyLLIeHMﬂ MeHCTpyanbHoro uukna (Female ChiBopOTKa KpOBH 203 2300 20% 383
Hormonal Profile: Ovarian Dysfunction, Menstrual Irregularities)
3.2.27.2.5 OHKOPWCK }KEHCKMiA: weiika matkm (Women's Oncorisk: Cervix ) Cockob A0 4] 1900 20% 317
3.2.27.2.6 Mpo6nembl :ayTo y i npodunb (Miscarriage: Autoimmune Profile) Mna3ma Kposw; CbiBOPOTKa KPOBHM Ao 4 4500 20% 750
3.2.27.2.7 OueHKa aHaporeHHoro cratyca (Assessment of Androgen Status) CblBOPOTKA KPOBM A0 3 1700 20% 283
AcumTtryeckas )uarocTb; MHoW;
Coaepnmoe NONOCTM MaTKM;
Cocko6; CycTaBHasA }KWUAKOCTb;
TpaHccyaaT; SKeeyaaT; IAKYNAT;
Otpenaemoe paHbl; OTaensaemoe
MNnaHupoBaHue GepemMeHHOCTU: AUarHOCTMKa yporeHuTanbHbIX MHbeKumit (Pregnancy Planning: Diagnosis of potornoTky; l1espanchan
n M ™: rHOCTI reHuTan :
3.2.27.2.8 p p . A e u 8 ¥ s e MAKOCTb; CeKpeT npocTaTbl; no3 2800 20% 467
Urogenital Tract Infection (UTI))
Copaepxumoe abeliecca;
Coaepnmoe NHOULTPaTa;
Jnksop; Masok; Otaensaemoe
Hoca; OTAensemoe HOCOTIOTKY;
Otaensaemoe nasyxu; Otaensemoe
NONOBbIX OPraHoB
3.2.27.2.9 Xouy cTatb MaMOII‘;I: Komnnexcnoe_06cnep,oaawe npu nnaHuposaHuu 6epemerHoctn (Want to Become a Mother: KanunnsapHas kposb; Kposb; 203 9300 20% 1550
Pregnancy Planning, Comprehensive Survey) Mna3sma Kposw; CbiBOPOTKa KPOBM
KanunnsapHan kposb; KpoBb;
3.2.27.2.10 BepemeHHocTb: | Tpumectp (1-13 Heaenw) (Pregnancy: First Trimester (1-13 Weeks) ) P P P 1 9300 20% 1550
Mnasma kposu; CbIBOPOTKa KPOBU
KanunnsapHan kposb; KpoBb;
3.2.27.211 BepemeHHocTb: Il Tpumectp (14-28 Hepenu) (Pregnancy: Second Trimester (14-28 Weeks)) P P P 1 490 20% 82
CbIBOPOTKa KpoBK
CblBOpPOTKa KpoBu; KanunnapHas
3.2.27.2.12 BepemenHocTb: Il Tpumectp (ot 29-30 Hegenb) (Pregnancy: Third Trimester (29-30 Weeks) ) P P P 1 4600 20% 767
KpoBb; KpoBb; Mna3ma kposu
AcumuTryecKan XuaKocTb; MHoK;
KanunnsapHas kposb; KpoBb;
Jlvksop; Masok; aKynaT;
CopepK1Mmoe NonoCTU MaTKu;
Cockob; CycTaBHas XUAKOCTb;
CbIBOpPOTKa KpoBM; TpaHccyaaT;
SKkceyaat; Otaensemoe
3.2.27.2.13 MoaroToBka k 6epemeHHOCTM: 6a30BbI poTornoTku; Nnasma Kposw; no7 9900 20% 1650
MnespanbHas KuaKocTb; Cekper
npoctatel; Coaepxumoe abeuecca;
Copepkumoe nHdunbTpata; Moua;
OTtpensemoe Hoca; OTaensemoe
HOCOrNOTKK; OTAenAemoe nasyxu;
OTAensemoe nosoBbIX OPraHoB;
Otaenaemoe paHbl
3.2.27.2.14 MoaroToBKa K 6epeMeHHOCTM: OLEHKa BUTaAMWHHOTO CTaTyca Mnasma kposwu; CbiBOPOTKa KPOBU 1 3400 20% 567
3.2.27.2.15 MoAroToBKa K 6epeMeHHOCTU: CKPbITbIV AeduuuT xenesa CbIBOPOTKA KPOBM 1 1500 20% 250
3.2.27.2.16 JNabopaTtopHas AMarHoCTUKa runepaHAporeHemMun Mna3sma kposwu; CbIBOPOTKA KPOBM 1 2600 20% 433
3.2.27.2.17 OLeHKa rOpMOHa/IbHOTO CTaTyca NPU HapyLUEHWN MEHCTPYabHOTO UMKAa CbIBOpOTKa KpoBU Ao 3 2150 20% 358
Mporpammbl ANA MYXUYUH
KanunnapHas kposb; Kposb; Moya;
3.2.27.31 VIP-06cneposaHve ans myxuuH (VIP-Survey for Men) [0 4 11300 20% 1883
Mnasma kposwu; CbiBOPOTKa KPOBU
ExKerogHbiii Npod.CKPUHNHT
KanunnapHasa kposb; Kposb; Moua;
3.227.41 ExxerogHoe npodunaktuyeckoe obcnegosarue (nocne 40 net) (Annual Check-Up after 40 Years of Age) P P P 1 5500 20% 917
Mnasma kposwu; CbiBOPOTKa KPOBU
322742 37,0p0B Tl — 3/,0POBA CTPaHa: exXerogHoe npopunakTuyeckoe obecnegosarHue (o 40 net) (Healthy You - Healthy KanunnsapHas kposb; Kposb; 1 4700 20% 783
Country: Annual Check-Up up to 40 Years of Age) Mna3ma Kposwu; CbIBOPOTKA KPOBU
3.2.27.4.3 BuoxmMmusa Kposu: paclumperHbli npodunb (Serum Biochemistry: Extended Profile) Mna3ma Kposwu; CbIBOPOTKA KPOBU 1 1950 20% 325
3.2.27.4.4 BUOXMMMA KPOBM: MUHUMAsbHBINA Npodunb (Serum Biochemistry: Minimum) Mna3ma Kposwu; CbIBOPOTKA KPOBU 1 1800 20% 300
3.2.27.45 Buoxumus kposu: 6azosblii npodunb Mna3ma Kposwu; CbIBOPOTKA KPOBU 1 1300 20% 217
3.2.27.4.6 ExXerogHas NpoduNaKTUKA: MUHUMANbHBIA CKPUHUHT Mna3ma Kposwu; CbIBOPOTKA KPOBU 1 650 20% 108
3.2.27.47 BuTtamuH D 1 muHepanbHblii 06meH (MepeKpecTok) CbIBOPOTKa KPOBU 1 1800 20% 300
KanunnapHas kposb; Kposb;
3.2.27.48 MpaBunbHoe nuTaHue (MepekpecTok) P P P 1 2800 20% 467
Mnasma kposu; CbiIBOPOTKA KPOBU
KanunnapHas kposb; Kposb;
3.2.27.49 BereTapuaHup! (MepekpecTok) P P P 1 1300 20% 217
CbIBOPOTKA KPOBY
3.2.27.4.10 MWKpO 1M MakpoanemeHTbl (MepekpecTok) KpoBb; CbIBOPOTKa KPOBU A0 6! 1400 20% 233
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3227411 BeraHbl (MepekpecTok) AMUNAAPHAEA KPOBP; RPOBS; 1 3400 20% 567
Mnasma Kkposw; CbIBOPOTKa KPOBM
3.2.27.4.12 OueHKa BUTaMUHHOrO cTaTyca (MepekpecTok) CbIBOPOTKA KPOBU 10 4] 7900 20% 1317
Mpoune KOMNNEKCHbIE NCCNe[0BaHNA
AcumuTryeckan }KuarocTb; MHOW;
pyaHoe monoko; Kan; Jlnksop;
Masok; TpaHccyaaT; SKkeeyaaT;
Jarynat; Copepumoe abeuecca;
Copepknmoe UHGUNbTpaTa;
CoaepnMmoe NoNOCTU MaTKM;
Cockob; CycTaBHas KUAKOCTb;
CbIBOpOTKa Kposw; OTaensemoe
3.2.27.55 «Mos 3g0poBas HaHa» (My Healthy Nurse) nNPAMONI KULWKK; OTA no7 9400 20% 1567
paHbl; OTAENAEMOe POTOTNIOTKM;
MneBpanbHan XUAKOCTb;
PeKkTanbHblit Masok; Cekper
npocratbl; Moua; Otaenaemoe
rnasa; Otaenaemoe Hoca;
OTaenfemoe HOCOrNOTKY;
Otaensaemoe nasyxu; Otaensemoe
N0NOBbIX OPraHoB
KanunnapHas kposb; Kposb;
3.2.27.5.6 [wnarHocTuka aHemuii (Diagnosis of Anemia) nuanAp P P 1 3300 20% 550
CblBOPOTKA KPOBM
3.2.27.5.7 Kpacora 3g0poBoit koxu (Healthy skin beauty) CbIBOPOTKa KPOBU 1 2200 20% 367
3.2.27.5.8 CuibHble BONIOCHI, Kpenkue HorTu, 6apxaTHas Koka (Strong hair and nails, velvet skin) CbIBOPOTKA KPOBU A0 6! 3990 20% 665
K ; Ki ;
3.2.27.5.9 Mepep HasHaYeHMEM aHTUKOAryAHTOB AMWAIAPHAR KPOBL; RPOBb; Ao 2 1900 20% 317
Mnasma Kkposw; CbIBOPOTKA KPOBM
KanunnapHas kposb; Kposb;
3.2.275.11 [lnarHocTuka nocTkoBuUAHOro cuHapoma (Diagnosis of Post-COVID-19 syndrome) P P P Ao 2 4490 20% 748
Mnasma kposw; CbiBOPOTKa KPOBM
KanunnapHas kposb; Kposb;
Masok; OTaensemoe Hoca;
OTpensaemoe HOCOrI0TKK;
3.2.27.5.12 OP3, OPBU (Hacmopk, Kawenb, 60k B ropne) (Acute Respiratory Infections, ARI: Runny Nose, Cough, Sore Throat) TAGAREM ror no7 7500 20% 1250
Otpenaemoe nasyxu; Otaenaemoe
potornotku; Cockob; CbiBOpPOTKa
KpoBM
. o . . KanunnsapHan kposb; KpoBb;
3.2.27.5.13 Ki 2 1900 20% 317
OHTPONbHOE UCCNeA0BaHME NOCAE NEPEHECEHHOM OCTPOI PECTIMPATOPHO BUPYCHOM MHbEKLUN Mnasma kposw; ChIBOPOTKA KROBM it b
N KanunnapHan kposb; KpoBb;
3.2.27.5.14 06cneposaHve nepes, BakumHauwmeit npotus COVID-19 P P P A0 4 2450 20% 408
CbIBOPOTKA KpOBU
AnnepreHbl
3.2.27.6.1 ANNeprya Ha XMBOTHbIX, Nbib, naeceHb (Allergy to Animals, Dust, Mold) CbIBOPOTKa KPOBU 1 5900 20% 983
3.2.27.6.2 Anneprua Ha nuuiesble npoaykThl (Food Allergy) CbIBOPOTKa KPOBU 1 8400 20% 1400
3.2.27.6.3 Anneprua Ha nnecedb (Mold Allergy) CbIBOPOTKa KPOBU 1 2090 20% 348
3.2.27.6.4 Anneprua Ha pacteHua (Plant Allergy ) CbIBOPOTKa KPOBU 1 4500 20% 750
Puck passutus 6 i cepa 7 ]
3.2.27.71 MNpodunakTuka 3abonesaHuii cCepaLa 1 COCYA0B U UX OCNOXHeHWM (Preventing Heart and Blood Vessel Diseases ) Mna3sma kposwu; CbIBOPOTKA KPOBM 1 3100 20% 517
3.2.27.7.2 JIunuaHbii npodunb: pacimperHbii (Lipid Profile: Extended ) CblBOPOTKa KPOBM A0 2 3100 20% 517
3.2.27.7.3 JunuaHbii npodunb: ckpuHuHr (Lipid Profile: Screening) CbIBOPOTKa KPOBU 1 800 20% 133
3.2.27.7.4 JIunuaHbii npoduab: pacluMpeHHbI He HaTowak (Lipid Profile: Extended ) CbIBOPOTKa KPOBU A0 2 2600 20% 433
3.2.27.7.5 JMnuAaHbIi Npoduab: CKPMHUHT He HaTowak (Lipid Profile: Screening) CbIBOPOTKa KPOBU A0 2 750 20% 125
Kapauopuck, ¢ -NeW - C BK/IIOYEHUEM BbICOKOUYBCTBUTENbHOTO TponoHuHa 1 Ha €TUYECKOro FopMOHa
32.27.7.6 PANOPUCK, CKPUHUHT-NEW KAtOu! m_4 M BbICOK _qv T m.an r p n }-fVIH n Tmep TUYECKOro FOPMOH Mnasma kposw; ChIBOpOTKA KROBM 1 4600 20% 767
(B-T1na) N-koHueBoro nponentuga (Cardiovascular risk screening panel including hs-Troponin and NT-proBNP)
OueHKa COCTOAHMA NeYeHn
3.2.27.8.6 CreaToCKpwuH (SteatoScreen) CblBOPOTKa KpOBU Ao 3 6900 20% 1150
3.2.27.8.7 ®dubpoMakc (FibroMax), AvarHocT1ka NaTonorMm neveHn: BUOXMMUYECKUe NOKa3aTeNn U pacyeTHble TecTbl CbIBOpOTKa KpoBU ho3 17 900 20% 2983
3.2.27.8.8 PubpoTecr (FibroTest) CbIBOPOTKA KPOBM 4o 3 14 500 20% 2417
3.2.27.8.9 PdubpoMakc (FibroMax), AMarHocT1Ka NaToN0rMmn NEYEHU: PacyeTHble TeCTbl CbIBOpOTKa KpoBu Ao 3 17 200 20% 2867
3.2.27.8.10 PubpoTecr (FibroTest): Tonbko pacueTbl CbIBOPOTKA KpOBM 4o 3 12 900 20% 2150
3.2.27.8.11 NASH-FibroTest CbIBOpOTKa KpoBU Ao 3 19 200 20% 3200
3.2.27.8.12 NASH-FibroTest (pac4eTHbli) CbIBOPOTKA KPOBM no3 18 500 20% 3083
Mpo6nembi Beca, AveTbl
32.27.101 I'I;?o6nemb| Beca (nepBryHoe obcnesoBaHNe 300pOBbA NALMEHTOB C HapyLeHnamM Beca) (Weight Problems: Kposb; Mna3ma kposu; CbiBOpoTKa 206 3600 20% 600
Primary Survey) KpOBK
KanunnapHas kposb; Kposb;
3.2.27.10.2 Mpo6nembl Beca (nepBuyHoe o6cneoBaHMe NaLMEHTOB C HApYyLUEHUEM Beca) P P P ho 2 3900 20% 650
Mnasma kposu; CbIBOPOTKA KPOBM
KpoBb; Mna3ma Kkposu; CbiIBOPOTKA
3.2.27.10.3 MNepega aneToi: MuHUManbHoe obcnegosanue (Survey Before Diet: Minimum ) P P P no 2 1990 20% 332
KpoBM
KanunnsapHasa Kposb; Kposb;
3.2.27.104 MNepega anetoi: gononHutenbHoe obenegosanue (Survey Before Diet: Additional ) P P P no 2 5900 20% 983
Mnasma Kkposw; CbIBOPOTKa KPOBM
Komnnekc nccneposanuii "Mpobnembl Beca: MeTabonmyecknii CUHAPOM (CKPUHWUHIOBOE NepBUYHOe
BbiABNEHMe)" "BktouaeT nabopaTopHble UCCaeA0BaHNA: TPUTAMLEPUADI, XONecTepuH 06Lmii, xonectepuH JINBIM,
3.2.27.10.5 xonecrepwH JIMHT, rntoko3a; yeayru no GyHKLUMOHANbHOM AUAarHOCTUKE U aHTPONOMETPUU: U3MEpeHune Mna3sma kposwu; CbIBOPOTKa KPOBM no 2 1090 20% 182
apTepuanbHOro AaBNeHUs, U3MepeHue oKpyXHocTU Tanum (Weight Problems: Metabolic Syndrome (Primary
Identification, creening)
3.2.27.10.6 BereTapuaHupl CbIBOPOTKa KPOBU 1 2400 20% 400
Ki ; K| ;
3.2.27.10.7 MWTaHKe, UCKtOYatoLLee KPacHoe MACO ANUANARHEA KPOBE; RPOBD 1 490 20% 82
CblBOPOTKa KPOBM
3.2.27.10.8 Benkosas avera Movya; CbiBOPOTKa KpOBU 1 2400 20% 400
Ki 5 K ;
3.2.27.10.9 Npodunb BeraHbl «MuHUMaNbHbIN» HCK ANUANARHEA KPOBE; RPOBD A0 6] 6 600 20% 1100
Mnasma Kposw; CbIBOPOTKa KPOBM
K ; Kposb;
3.2.27.1010  |Mpodunb seraHbl «5asosbiiin aNUANAPHAA KPOBD; RPOBD; 06 7900 20% 1317
Mnasma kposu; CbIBOPOTKA KPOBM
Ki 5 K ;
3.2.27.10.11 Mpodunb BeraHbl «PaclumpeHHbIn» ANUANARHEA KPOBE; RPOBD A0 6] 15000 20% 2500
Mnasma Kposw; CbIBOPOTKa KPOBM
UNMNN komnnekc
3.2.27.11.1 BWY, cudunuc, renatutsl B u C (HIV, Syphilis, Hepatitis B, C) CbIBOPOTKa KPOBU 1 1900 20% 317
3227112 WUccneposaHue komnnekcHoe «Cekc B 60nbliom ropoge: 6 nHbekumii (aHanus kposu)» (Comprehensive Study ChIBOPOTKa KpOBU 203 2300 20% 383

«Sex in City: 6 Infections (Blood Test)»)




*Cpoxk evinonnenust - pabouue Onu, 6e3 yvema Ons 3a60pa GUON02UHECKO20 MAMePUand

Kon yeayrn

E HCC.

BuoJoruyeckuii MaTepuas

Cpox*

Lena, py6.
B 1.4. HAC

CraBka
HIC

Cymma
HIC

3.2.27.11.3

WUccneposaHue komnnekcHoe «Cekc B 60nblwom ropoge: 14 nHbeKkumii + ma3ok Ha mukpodnopy» (Comprehensive
Study «Sex in City: 14 Infections + Smear on Flora»)

AcumTryecKas XuUaKocTb; MHoW;
JNuksop; Ma3sok; CyctaBHas
MUAKOCTb; CbIBOPOTKa KPOBU;
TpaHccyaaTt; SKceyaat; IAKYNAT;
MnespanbHas }kuakocts; Cekper
npocratsl; Coaepkumoe abcuecca;
Copepumoe nHUNbTPaTa;
CopepKMmoe NoNoCT MaTKK;
Cockob; Otaensemoe Hoca;
OTAEHHEMOQ HOCOI/10TKU;
Otaensaemoe nasyxu; Otaensemoe
nonosbix opraHos; OTaensemoe
paHbl; OTAENAEMOe POTOrNOTKM

4300

20%

717

3.2.27.11.4

WccneposaHue komnnekcHoe «Cekc B 6onbliom ropoge: 12 nHdekumin + KBM (yporeHuTanbHbii cockob)»
(Comprehensive Study «Sex in City: 12 Infections (Urogenital Scraping)»)

Cockob

no3

3300

20%

550

3.2.27.115

UccneposaHme komniekcHoe «Cekc B 60/1bliom ropoge: 8 HdeKLmii + Masok Ha mukpodaopy» (Comprehensive
Study «Sex in City: 8 Infections + Smear on Flora»)

AcumuTryecKan Xuaroctb; FHoM;
Jnksop; Masok; O, e

Hoca; OTAensemoe HOCOrIOTKM;
TpaHccyaat; JKkecyaaT; IAKYNAT;
Copaepxumoe abeliecca;
Copepkumoe UHGUNbTPaTa;
Coaepnmoe NONOCTU MaTKM;
Cockob; CycTaBHasA }KWUAKOCTb;
CbiBOpOTKa Kposw; OTaensemoe
nasyxu; OTAensemoe nosoBbIx
opraHos; OTaenAemoe paHsi;
OTaenfemoe poTornoTkM;
MnespanbHas KuakocTs; Cekper
npocratel

2450

20%

408

KoctHas u coeguHutenbHas TKaHn

3.2.27.12.1

Bonu B cycTasax: paclumpeHHoe obcnegosanue (Joint Pain: Extended Survey)

Mova; CbiBOpPOTKa KpOBU

7 200

20%

1200

3.2.27.122

ApTpWTbI NpY peBmaTuyeckux 3abonesaHusax (Rheumatic arthritises)

KanunnapHas kposb; Kposb;
CbIBOPOTKaA KPOBYU

1900

20%

317

3.2.27.12.3

Bonw B cyctasax: ckpuHuHr (Arthralgia: screening test)

CblBOPOTKA KPOBM

4400

20%

733

3.2.27.12.4

MNoparpa

Moua; CbiBOpPOTKa KpOBU

990

20%

165

3.2.27.125

PesmatouaHbiit apTput (Rheumatoid arthritis).

KanunnapHas kposb; Kposb;
CbIBOPOTKa KpoBK

1400

20%

233

3.2.27.126

BonesHb BunbcoHa-KoHoBanosa, 6uoxumuyeckue tectsl (Wilson-Konovalov disease, biochemical tests)

KanunnapHas kposb; Kposb; Mova;
Mna3sma kposu; CbiIBOPOTKa KPOBYM

2900

20%

483

3.2.27.12.7

[wnarHoctuka octeonoposa (Diagnosis of Osteoporosis)

Moua; CbiBOpPOTKa KpOBU

2900

20%

483

3.2.27.12.8

OueHKa meTabonn3ma KOCTHOM TKaHU 1 puUCKa ocTeonoposa: pacumperHoe obcnesosarue (Metabolic bone and
osteoporosis risk evaluation: comprehensive examination).

KanunnapHas kposb; Kposb;
Mna3sma kposu; CbiIBOPOTKa KPOBYM

4900

20%

817

LLiutoBuaHan Kenesa

3.2.27.13.1

|U_l,moe|4,quaa Kenesa: paclumpeHHoe ob6cneposanue (Thyroid Gland: Extended Survey)

CbIBOPOTKa KPOBU

[

1990

20%

332

3.2.27.13.2

|LIJ,V|mB|4,qHaﬂ »enesa: ckpuHuHr (Thyroid Gland: Screening)

CbIBOPOTKa KPoBK

1200

20%

200

CaxapHblit guaber

3.2.27.15.1

KoHTponb anabeTa: pacwmpeHHbiii (Diabetes Control: Extended)

Kposb; Mouya; MNnasma kposu;
CblBOPOTKa KPOBM

3700

20%

617

3.2.27.15.2

KoHTponb anabeTa: paclumpeHHbii

KanunnapHas kposb; Kposb; Moua;
Mnasma kposu; CbiBOPOTKa KPOBM

4400

20%

733

3.2.27.153

KoHTponb anabeta: ckpunuHr (Diabetes Control: Screening)

Kposb; Mna3ma kposu; CbiBOPOTKa
KpoBM

800

20%

133

3.2.27.15.4

[nabet: ayToummyHHble mapKkepsl (Diabetes: Autoimmune Markers)

CbIBOPOTKa KPOBU

a0 12

3900

20%

650
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